1 GCCACTGACTGACGAATTAGCCTCGTCTCTCTTCCATGTTCTTTCCCTTTACTCCTTCCT
1 CGGTGACTGACTGCTTAATCGGAGCAGAGAGAAGGTACAAGAAAGGGAAATGAGGAAGGA

61 CATCCCAAACCCTAACCTCCCTGCAGCTCCTGGAACCTGCTGTGCTCCCTTGCTGCTGTG
61 GTAGGGTTTGGGATTGGAGGGACGTCGAGGACCTTGGACGACACGAGGGAACGACGACAC
Zic family member 3 Glucocorticoid receptor, IR3 sites

121 CTTTTGTACACCTGTCACTGCTGTTTCAAGTCCCTCTCTTATTTTCTGGTATTGCTTCCT
121 GAAAACATGTGGACAGTGACGACAAAGTTCAGGGAGAGAATAAAAGACCATAACGAAGGA

Meis1a and Hoxa9 binding complex

181 CTGGCCAAGTTTTGCCGAGGCTCAGCCTGGGTCAGCCTTCCCTCTTCTTGCCCGGGGTCC
181 GACCGGTTCAAAACGGCTCCGAGTCGGACCCAGTCGGAAGGGAGAAGAACGGGCCCCAGG

241 TAGCCCTTACTTCAGGTACTGTGCTGCTTCATCACTCGTCTAGATTGGAGAATCCTCCAG
241 ATCGGGAATGAAGTCCATGACACGACGAAGTAGTGAGCAGATCTAACCTCTTAGGAGGTC

301 TGAATGGGGCTTGAGCTTTGATCCATCGTGCTGGGCACTAGTAGGTGCTCAATAAATGTT
301 ACTTACCCCGAACTCGAAACTAGGTAGCACGACCCGTGATCATCCACGAGTTATTTACAA

Hepatic nuclear factor 4, DR1 sites
FAST-1 SMAD interacting protein HMG box-containing protein 1
361 TATTGAACAACTGAAAACCGGGAAGTGAATGAATGGATGAACGGGGACACAGCAGCTCGC

361 ATAACTTGTTGACTTTTGGCCCTTCACTTACTTACCTACTTGCCCCTGTGTCGTCGAGCG
Cellular and viral CCAAT box
CCCTC-binding factor Erythroid krueppel like factor
421 AGCGGGCAGCAGGAGGCGCTCGCCGGGAGGGTGCTCCTTCCCTTCAGCCAGCCGGAGTTC

421 TCGCCCGTCGTCCTCCGCGAGCGGCCCTCCCACGAGGAAGGGAAGTCGGTCGGCCTCAAG

481 AGCCAGCGGGCCCGGCGGGAGGAGTGGGAGTGGGCCGGGGCCAGGGCCGGGGAGAGGGGCL

481 TCGGTCGCCCGGGCCGCCCTCCTCACCCTCACCCGGCCCCGGTCCCGGCCCCTCTCCCCG
Collagen krox protein

541 CATCCCCGCGCGACCCGCAGCGCCGCACAGCGAGGGGGAGGGCGCCTGCGGGGAGGACAG

541 GTAGGGGCGCGCTGGGCGTCGCGGCGTGTCGCTCCCCCTCCCGCGGACGCCCCTCCTGTC
Nuclear respiratory factor 1
PSE (RNA pol ll-transcribed snRNA genes)

601 GGTCGGGGGAGCGCCCTTCCGCAGGCTCCTTTCATTCTTCCACTTAGGGGTCTCCAGGAA
601 CCAGCCCCCTCGCGGGAAGGCGTCCGAGGAAAGTAAGAAGGTGAATCCCCAGAGGTCCTT
E2F transcription factor 2
661 TGAAAACTGGCCCCAGCCAGGCCAGAGCGCGCGAATGAAAGGCGGCACTGGGACCAAGAG
661 ACTTTTGACCGGGGTCGGTCCGGTCTCGCGCGCTTACTTTCCGCCGTGACCCTGGTTCTC
KRAB-ZFP 57
721 AGAAGCTTCGTCCCGCCTGGGCTGCGGAAACTGGCGGCGCCAGGGGTGTCCCACCGCGCG
721 TCTTCGAAGCAGGGCGGACCCGACGCCTTTGACCGCCGCGGTCCCCACAGGGTGGCGCGC
Sp2
781 GGCGTCCGAAAGCGGGGCAAAGGGGACAGCCTCGCCCCTCGAGCGGCTGCTCCCGCAGCT
781 CCGCAGGCTTTCGCCCCGTTTCCCCTGTCGGAGCGGGGAGCTCGCCGACGAGGGCGTCGA

841 CGCTCACCCCTGCGGGTACGTCGTCACTCCCGCGTGCGGCCCCGTCCCGACTCTTGGATC
841 GCGAGTGGGGACGCCCATGCAGCAGTGAGGGCGCACGCCGGGGCAGGGCTGAGAACCTAG



