
      
agcttccggcacggccttcaagcgcgggacgcgacaaagtcatggaccgcaacccctcg  59 start 
                                          M  D  R  N  P  S*  6 exp phos|pred yoy   
ccgccgccgccgggtcgcgacaaggaggaggaggaggaggtggccggtggagactgcata 119 
 P  P  P  P  G  R  D  K  E  E  E  E  E  V  A  G  G  D  C  I  26 neg charge cluster 
gggagcacggtctacagcaaacactggctcttcggcgtcctcagcggactcatccagatt 179 ex1|ex2 bound 
 G  S  T  V  Y  S  K  H  W  L  F  G  V  L  S  G  L  I  Q  I  46 
gttagccctgaaaacaccaaatctagctcagatgatgaggagcagctgacggagcttgat 239 
 V  S  P  E  N  T  K  S  S  S  D  D  E  E  Q  L  T  E  L  D  66 neg charge cluster 
gaagaaatggagaatgaaatttgcagagtatgggatatgtcaatggatgaggacgtggct 299 ex2|ex3 bound 
 E  E  M  E  N  E  I  C  R  V  W  D  M  S  M  D  E  D  V  A  86 ARM-like|pred NES 
Ttatttctccaagaatttaatgctcctgatatattcatgggagtactggccaagtccaag 359 
 L  F  L  Q  E  F  N  A  P  D  I  F  M  G  V  L  A  K  S  K  106 Symportin-1_like 
tgtcctcgattaagagaaatctgtgtgggaattttaggtaatatggcctgtttccaggag 419 ex3|ex4 bound 
 C  P  R  L  R  E  I  C  V  G  I  L  G  N  M  A  C  F  Q  E  126 pred MAPK 
atatgtgtgtccatcagcagtgataaaaatcttgggcaggtgttattgcactgtttgtat 479 ex4|ex5 bound 
 I  C  V  S  I  S  S  D  K  N  L  G  Q  V  L  L  H  C  L  Y  146  
gattcagacccacctactctgctggaaacaagcaggttgttgcttacttgcctttcccag 539 ex5|ex6 bound 
 D  S  D  P  P  T* L  L  E  T  S  R  L  L  L  T  C  L  S* Q  166 *pred phos 
gcagaagtggccagtgtttgggttgaaaggatccaggaacatccagctatttatgatagc 599 
 A  E  V  A  S  V  W  V  E  R  I  Q  E  H  P  A  I  Y  D  S  186 
atttgcttcattatgtcaagttcaacaaatgttgacttgctggtgaaggtgggggaggtt 659 ex6|ex7 bound 
 I  C  F  I  M  S  S  S  T  N  V  D  L  L  V  K  V  G  E  V  206  
gtggacaagctctttgatttggatgagaaactaatgttagaatgggtcagaaatggggct 719 
 V  D  K* L  F  D  L  D  E  K  L  M  L  E  W  V  R  N  G  A  226 *pred ubiq 
gctcagcctctggaccaaccccaggaagagtctgaagagcagccagtgtttcggcttgtg 779 
 A  Q  P  L  D  Q  P  Q  E  E  S  E  E  Q  P  V  F  R  L  V  246 
ccctgtatacttgaagctgccaaacaagtacgttctgaaaatccagaatggcttgatgtt 839 ex7|ex8 bound 
 P  C  I  L  E  A  A  K  Q  V  R  S  E  N  P  E  W  L  D  V  266 
tacatgcacattttacaactgcttactacagtggatgatggaattcaagcaattgtacat 899 ex8|ex9 bound 
 Y  M  H  I  L  Q  L  L  T  T  V  D  D  G  I  Q  A  I  V  H  286 
tgtcctgacactggaaaagacatttggaatttactttttgacctggtctgccatgaattc 959 
 C  P  D  T  G  K  D  I  W  N  L  L  F  D  L  V* C  H  E  F  306 *pred ubiq 
tgccagtctgatgatccacccatcattcttcaagaacagaaaacagtgctagcctctgtt 1019 
 C  Q  S  D  D  P  P  I  I  L  Q  E  Q  K  T  V  L  A  S  V  326 
ttttcagtgttgtctgccatctatgcctcacagactgagcaagagtatctaaagatagaa 1079 
 F  S  V  L  S  A  I  Y  A  S  Q  T  E  Q  E  Y  L  K  I  E  346 MAPK 
aaagtagatcttcctctaattgacagcctcattcgggtcttacaaaatatggaacagtgt 1139 ex9|ex10 bound 
 K  V  D  L  P  L  I  D  S  L  I  R  V  L  Q  N  M  E  Q  C  366 pred MAPK 
cagaaaaaaccagagaactcggcagagtctaacacagaggaaactaaaaggactgattta 1199 
 Q  K  K  P  E  N  S  A  E  S  N  T  E  E  T  K  R  T  D  L  386  
acccaagatgatttccacttgaaaatcttaaaggatattttatgtgaatttctttctaat 1259 
 T  Q  D  D  F  H  L  K  I  L  K  D  I  L  C  E  F  L  S  N  406 exp phos 
atttttcaggcattaacaaaggagacggtggctcagggagtaaaggaaggccagttgagc 1319 ex10|ex11 bound 
 I  F  Q  A  L  T  K  E  T  V  A  Q  G  V  K  E  G  Q  L  S  426 
aaacagaagtgttcctctgcatttcaaaaccttcttcctttctatagccctgtggtggaa 1379 ex11|ex12 bound 
 K  Q  K  C  S  S  A  F  Q  N  L  L  P  F  Y  S  P  V  V  E  446 
gattttattaaaatcctacgtgaagttgataaggcgcttgctgatgacttggaaaaaaac 1439 
 D  F  I  K  I  L  R  E  V  D  K  A  L  A  D  D  L  E  K  N  466                                                
ttcccaagtttgaaggttcagacttaaaacctgaattggaattacttctgtacaagaaat 1499 stop 
 F  P  S  L  K  V  Q  T                                      474 
aaactttatttttctcactgacagttgaaattgacttattggaaatattaactaaagccc 1559 poly-A sig 
                              
atattagaccataataaaacctgaattggaattacttctgtacaagaaataaactttatt 1619 poly-A sig 
   
tttctc               1673 
 


