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>[Human] KNOP1, NM 001348527.2 Homo sapiens lysine rich nucleolar protein 1

(KNOP1), transcript variant 1, mRNA

> - 6677 nucleotides

gactcgaagtggacttccgggtcacggcggagctggctcectcacgtggaggcggggaaatt
tcgcccaccggtgagtgccagggcecgecgttgcaggecgggeccggecgecggggtgtggagattyg
caccagaggaagtgcgcggcggggaagatggggaaatgcggtccacccacatccctgaat

ccgacccctceccagtcecggtgtgecgececgecteccggectgaggeccgecgecteccagaaagttt
PTP.P..V..G..V..R..P.LRPEAAASRKF

tcccecgectcagageccggecctgggaccccacgtaatcececteccagtectgttgatgeggag
SRL.R..A..G..P..G..T.PRNPSQSVDAE

gcttgggcccatgggagecttggaggaatgatcaccaagacacacaaagtagaccttggg

ctcccagagaagaaaaagaagaagaaagtggtcaaagaaccagagactcgatactcagtt

ttaaacaatgatgattactttgctgatgtttctcctttaagagctacatccccctctaag

agtgtggcccatgggcaggcacctgagatgcctctagtgaagaaaaagaagaagaaaaag
SVA.H..G..Q..A..P..E.MPLVKKKKKKK

aagggtgtcagcaccctttgcgaggagcatgtagaacctgagaccacgctgcectgctaga
KGV.S..T..L..C..E..E.HVEPETTLPAR

cggacagagaagtcacccagcctcaggaagcaggtgtttggccacttggagttcecctcagt
RTE.K..S..P..S..L..R.KQVFGHLEFLS

ggggaaaagaaaaataagaagtcacctctagccatgtcccatgecctcectggggtgaaaacc
GEK.K..N..K..K..S..P.LAMSHASGVKT

tccccagaccctagacagggtgaggaggaaaccagagttggcaagaagctcaaaaaacac
SPD..P..R..Q..G..E..EETRVGKKLKKH

aagaaggaaaaaaagggggcccaggaccccacagccttcectecggtccaggacccttggtte
KKE.K..K..G..A..Q..D.PTAFSVQDPWF

tgtgaggccagggaggccagggatgttggggacacttgctcagtggggaagaaggatgag
CEA.R..E..A..R..D..V.GDTCSVGKKDE

gaacaggcagccttggggcagaaacggaagcggaagagccccagagaacacaatgggaag
.E..Q..A..A..L..G..Q..K..R..K..R..K..S..P..R..E..H..N..G..K.

gtgaagaagaaaaaaaaaatccaccaggagggagatgccctcccaggccactccaagecce
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tccaggtccatggagagcagccctaggaaaggaagtaaaaagaagccagtcaaagttgag
.S..R..S..M..E..S..S..P..R..K..G..S..K..K..K..P..V..K..V..E.

gctccggaatacatccceccataagtgatgaccctaaggceccteccgcaaagaaaaagatgaag
.A..P..E..Y..I..P..I..S..D..D..P..K..A..S..A..K..K..K..M..K.

tccaaaaagaaggtagagcagccagtcatcgaggagccagctctgaaaaggaagaaaaag
.S..K..K..K..V..E..Q..P..V..I..E..E..P..A..L..K..R..K..K..K.

aagaagaggaaagagagtggggtagcaggagacccttggaaggaggaaacagacacggac
.K..K..R..K..E..S..G..V..A..G..D..P..W..K.

ttagaggtggtgttggaaaaaaaaggcaacatggatgaggcgcacatagaccaggtgagg
cgaaaggccttgcaagaagagatcgatcgcgagtcaggcaaaacggaagcttctgaaacc
.E..S..G.KTEASET

aggaagtggacgggaacccagtttggccagtgggatactgctggttttgagaacgaggac
.R..K..W..T..G..T..Q..F..G..Q.

caaaaactgaaatttctcagacttatgggtggcttcaaaaacctgtccccttecgttcage

cgccccgccagcacgattgcaaggcecccaacatggceccctecggcaagaaggcggctgacagce

ctgcagcagaatctgcagcgggactacgaccgggccatgagctggaagtacagccgggga

gccggcecctcecggcettcecteccaccgeccecccaacaagatcttttacattgacaggaacgettee
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aagtcagtcaagctggaagattaaactctagagttttgtccccccaaaactgceccacaatt

gctttgattattccatttatgctggagattacaaattttttttgtgaaaaaatcagatct
tggtgaggacctcgagcagtaagatataaataactcccataagcttagcgttccagtaat
ggaacactaggcataaatggtttattcagttgtgcaaatgaaagccatctgacagttggce
tcacattgaacacctgtggagattaaggacgaggacaactatattgatgggcttggatga
actggggcagggcagctcatatttcgggagccaggagaacgagtgagtgctaaaacctcce
tgttttctgtgttaaacattccgtccecctgtttgagacatcagtatgtacagttaactttt
gttgagtgtttagcaggtactagggacatactagtgttttccttaatgtatttaatcttce
ataattatgaaatgggtgctattattagccccatcttatagatgaggcaactgaggttca
gggataaagt-attgcctggggtcacccagccactagtgcagggtgttgtactt
ttgtacccgaagccctaagttcactattcgeccactctgaatgteccecctttagggaattte
caccagaatcctcgttggggattgaaatgtctttagatggaggaaaaagttttatgacaa
gtctgcatctctgataaaaagtggagtgaatgaggaacggagaatcgcaaactcctttte
cttccttttecttteccecctgtcatagagcagectgtaggcagagaggtgtctgagttgtta
ccaaacacatgtgactgagctgctgctgctgggaaatgtgcctctaaaccagtcctgect
tttccactggtgtcccttcggeccctaagtgectgaggtaggatttttgtgetttgactgga
ttctgaacaaggcattttaggaagagtggttagtcccgcaaatgaatcaatggcagatcc
cagggacgtgtgtgtgtgttttgagataggctctcactctgtcacccaggctggagtgta
gtggcatatcacggcttgttgcaaccactacctatccagcttaagtgatcctceccaccte
agcctcccaagtagctgggactgtgggtgtgcaccacaacaaccagctagtgtttaaaat
tttttgtagagatggggtctcactatattgtccaggctagtcccaaactcctggactcaa
ctcatgctcctgcectcagecccccaagagctgggatcacaggtgtgageccactgtgeccag
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ccccagggatgtgtctgatgagattcttttttatcacaaggaagagaatcccaggtgact
tctgtaggtggatattgaatgccaggaggagatgaacgtgtggagatgacacgggaagtt
gcctcatcggctgtggggacagecgtttccaagectggactctacagcaagectcaaagag
ctccaggtccagtggcccaagtcgcatgtgaccatctgtgaccaccttcectttccactcac
ctagctttttgcatcccaaaatacaggttctgactgggacattttcacgatcgtttggece
tgaacatgcctcctacagacatcccagecccaggcaggectcgatggeccagaaagttcagt
ctcacgtggcaggaaggcctgattagggcctggttcaacagctcgccaaggaagcattet
ctccatcatctccagtgttggcttcatcaaggctagtacaaagatggcagtaacagttcce
aggcagcatatcaagaccctagaacattccagaggaagaaaagcctttttgtgtctcaag
gaaacttccagaagcctccattgctgggcaatgagtcatctgeccatagectgcacccgcec
cctgtcatgggaaggctggtgattcccttcagtcaagaagagtggatgctggtgaagtgg
ccatggtgtccacagctgcccattgggcagaggtgaggcaggcacttcaggcagtttcecce
tggctctgaaccctgatccgcaagcattggccaggtcaatagttggacaagtatgtgeta
caaggacctacttgggccacttccctcaggacgtgaacttgtcecctgectttetttectgg
attcaaccttgagatacataatgggagaggccgtggaaagcccaagaggcagtgttctgg
atttgagtgagtgccttctgggcacctcctecctttgatggagaaacaaatccctectgac
cttgagcaacactacaggaatgtgcctggtgtaaacaggaaccagccgttcecgtttetttt
tttttgagatggagtctcacggtcgcgcaggctggagtgtggtggecgtgatctcecggctca
ttgtaacctctgcttcctgggttcaagcgattcttgtgecctcagtctecctgagtagetgg
aatcggccgtttactactcatagtttttatcttgccaagaggtcaccctgacgttggect
gccttagcectctgttaaaaaggttgtgctcectgeccaggtgecggtgactcacgectgtaatcece
cagcactttgggaggccaaggtgggcggatcacgaggtcaagagttcgagaccagcecctga
ccaacatggtgaaaccccgtctctactaaaaatacaaaaattagctgggtgggtgtggtyg
tcacgggcttgtaatcccggctactcaggaggctgacaggagaatcgecttgaacccggga
ggtggaggttgtagtgagctgggatggtgccactgcacactctagcecccgggcaacagaa
tgagactctgtctcaaaaacaaacaaaaaaaaactgtctttgggtgattgtggagaggtg
atcatatgtccgctgtgttgctcccatccaagececctggtgactggtagectctcatgaggg
tgtgatggtcaggccttgccecctggtgtaaattctgtctgtaataggctgtgactttcta
actcaacatcaccactggcttaggagttccatttgcacagggggagctttattgctttte
tatatacataagaactttacgtctcaccagtggaggttgggcagccaagacaccacaatg
ctgggtgtcttcagaatggacttaatcttgtccttttgectttctgeccagtgcagatcacce
atctctcagatgagcaggaccccaccctctggcagtcecttgtecttgggagaatcactctga
gctcccatcctttgtaaattaacattggtttgagcaccaccctccatcacggctgcagtg
agccatgattgcaccactgtgttccagcctgggtgacagagcaagaccccattccaaaaa
aaaaaaaaaatttgccaaatagacacagtcctcacaaaagaagttggcagaataacaccc
cttcctaccacatctcctcagaacctgtgtatttgttaggttacgaaacaaaagggaatt
aagtttgctaatcagctgaccttaaaacaggaagaggatcccgtgtttctgggtgggecg
gaggaatcacaaagatccctaaatgtggaagaggaaggcaaaaaagagtccacatcaaag
agacttaagaaagacttgactagacactgctggttttgaagatgggaagggaagggtcag
aagccaaggaatgtgtgtgctgtctagaagctggaaaaggcaaggaagtagattctcccce
tagagcctcccagaaggagcgtagccecctgectgatgecttaattttagectcagtgagacca
ggcggacttaagacctatagaaccgtcagatgacaacattatgttttaageccgctacaat
tgtggcaatttgttaaagtaacaatagaagacctaatgtaagtaagtctcatgtggaagt
tgccatggttttgtttttctttectttttttttttttgagacagtctcactctcactccac
gcccaggctggagtgcagaggcgtgatctcagctcactgcaacctceccaccteccagggtte
aagcgattctcctgcecctcagectcecctgagaagectgggattacaggtgagcaccaccacac
ccagctaatttttttttgtatttttagtagagatggagtttcaccatgttggccaggatg
gtcttgatctcttggcctcatgatccacctacctcagectcecccaaagtgttggtattaca
ggcatgagccaccgcacccaggccccatcatttttattttctacaattectggetgacatce
ttattgctccatccttgctaatgatagacttcatctcacatagaccagtgttttcagaga
ccggcttattgattcagtaaagggctgggggaaactgcacacacaaggacatataaaatc
taagcctctgcecctgggccacatgacaggattcagaagcacctttgatataatgggtgcecce
gacctcatgtgaaagtccaagttcaggtgtaatgtgagagcggtaagaattcactggect
aggcttgggaactaatgctgcccaccacgttcagcctcagaggagaagaaatgacttgaa
gaacataatttgtgaatttgccaattgtttttcattttatagcatcacacagtaaaagta
gataaaataattttaatgaaaatacttctgtgggccaggtgcggtggcttacgecctgtaa
tcccagcactttgggaggccgaggcggcecggatcacctgaggtcaggagttctagaccage
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ctgaccaacatggagaaaccccatctctactaaaaatacaaaattagctgggtgtggtgg
cgcactcctgttatcccagctactcaggaggctgaggcaggagaattgcttagactcggg
aggcggaggttggggtgagccgagatcacgccattgtactccagecctgggcaacaagagt
gaaactgtctcaaaaaaaagaaaaaaaaacagaattttgtga-ggccacttggga
gtatctgagccacccca

major polyA site




