
 

  

Human ZNF548 isoform 1(NM_001172773.2/NP_001166244.1) 

Annotated Conceptual Translation 

 

  gggacttccgccgtcctcctggtggtggtcgttttggttctgtgtggtgtttcaccaact  60 

  tcggcctatggctctgtctgacgtcaccgaagtgacggaacggaaaagcgcgagaagcgg 120 upstream in-frame stop 

  ctcggttcccaccacggagaggcgggagtgagtcaactgacaagcgctggggacagtggc 180 

  gtccttgtcttgcctttgtcgctcccgccccgctcttccctggctgggctggcggaggcc 240  

  ttgctgatgaacctgactgagggtcccctggcgatggcagaaatggaccctacacagggc 300 ex1|ex2 ex2|ex3 

        M  N  L  T  E  G  P  L  A  M  A  E  M  D  P  T  Q  G    18 aa missing in isoform 2 

 

  cgtgtggtctttgaggacgtggccatatatttctcccaggaggagtgggggcaccttgat 360 

  R  V  V  F  E  D  V  A  I  Y  F  S  Q  E  E  W  G  H  L  D    38 KRAB domain 

 

  gaggctcagagattgctgtaccgtgatgtgatgctggagaatttggcccttttgtcctca 420 

  E  A  Q  R  L  L  Y  R  D  V  M  L  E  N  L  A  L  L  S  S    58 

 

  ctaggttcttggcatggagctgaggatgaggaggcaccttcacagcaaggtttttctgta 480 ex3|ex4 

  L  G  S  W  H  G  A  E  D  E  E  A  P  S  Q  Q  G  F  S  V    78 

 

  ggagtgtcagaggttacagcttcaaagccctgtctgtccagccagaaggtccaccctagt 540 

  G  V  S  E  V  T  A  S  K  P  C  L  S  S  Q  K  V  H  P  S    98 

 

  gagacatgtggcccacccttgaaagacattctgtgcctggttgagcacaatggaattcat 600 

  E  T  C  G  P  P  L  K  D  I  L  C  L  V  E  H  N  G  I  H   118 

 

  cctgagcaacacatatatatttgtgaggcagagctttttcagcacccaaagcagcaaatt 660 

  P  E  Q  H  I  Y  I  C  E  A  E  L  F  Q  H  P  K  Q  Q  I   138 

 

  ggagaaaatctttccagaggggatgattggataccttcatttgggaagaaccacagagtt 720 

  G  E  N  L  S  R  G  D  D  W  I  P  S  F  G  K  N  H  R  V   158 

 

  cacatggcagaggagatcttcacatgcatggagggctggaaggacttaccagccacctca 780 

  H  M  A  E  E  I  F  T  C  M  E  G  W  K  D  L  P  A  T  S   178 

 

  tgccttctccagcaccagggccctcaaagcgagtggaagccatacagggacacagaggac 840 

  C  L  L  Q  H  Q  G  P  Q  S  E  W  K  P  Y  R  D  T  E  D   198 

 

  agagaagcctttcagactggacaaaatgattacaaatgtagtgaatgtgggaaaaccttc 900  

  R  E  A  F  Q  T  G  Q  N  D  Y  K [C  S  E  C  G  K  T  F   218 ZNF1 ZNBS1 [IR1] 

 

  acctgcagctattcatttgttgagcaccagaaaatccacacaggagaaaggtcttatgaa 960  

  T  C  S  Y  S  F  V  E  H  Q  K  I  H] T  G  E  R  S  Y  E   238  

 

  tgtaacaaatgtgggaaattctttaagtacagtgccaatttcatgaaacatcagacagtt 1020 

 [C  N  K  C  G  K  F  F  K  Y  S  A  N  F  M  K  H  Q  T  V   258 ZNF2 ZNBS2 [IR2] 

 

  cacactagtgaaaggacttatgagtgcagagaatgtggaaaatcctttatgtacaactac 1080  

  H] T  S  E  R  T  Y  E [C  R  E  C  G  K  S  F  M  Y  N  Y   278 ZNF3 ZNBS3 [IR3] 

 

 

  cgactcatgagacataagcgagttcacactggagaaaggccttatgagtgcaacacatgt 1140  

  R {L  M  R  H  K  R  V  H] T  G  E  R  P  Y  E [C  N  T  C   298 {ZFDD1} 

 

  gggaaattctttcggtacagctccacatttgttagacatcagagagttcacaccggagaa 1200  

  G  K  F  F  R  Y} S  S  T  F  V {R  H  Q  R  V  H] T  G  E   318 ZNF4 ZNBS4 [IR4] {ZFDD2} 

 



 

  

  aggccgtatgagtgcagggaatgtgggaaattctttatggacagctccacactcattaaa 1260 

  R  P  Y  E [C  R  E  C  G  K  F  F} M  D  S  S  T {L  I  K   338 ZNF5 ZNBS5 [IR5] {ZFDD3} 

 

  catcagagagttcacaccggagaaagaccttataagtgcaatgattgtgggaaatttttt 1320  

  H  Q  R  V  H] T  G  E  R  P  Y  K [C  N  D  C  G  K  F  F   358  ZNF6 ZNBS6 [IR6] 

 

  aggtatatctccacactcattagacatcagagaattcacactggagaaaggccttatgag 1380 

  R  Y} I  S  T {L  I  R  H  Q  R  I  H] T  G  E  R  P  Y  E   378  Putative nucleic acid binding site 

 

  tgcagtgtatgtggggaattgtttaggtacaactccagccttgttaaacattggagaaat 1440  

 [C  S  V  C  G  E  L  F  R  Y} N  S {S  L  V  K  H  W  R  N   398 ZNF7 ZNBS7 [IR7] 

 

  cacactggagaaaggccttataaatgcagtgaatgtgggaaatcatttaggtaccactgc 1500  

  H] T  G  E  R  P  Y  K [C  S  E  C  G  K  S  F  R  Y} H  C   418 ZNF8 ZNBS8 [IR8] {ZFDD4} 

 

  aggctcattagacaccagagagtccacacgggagaaaggccttatgagtgcagcgaatgc 1560 

  R {L  I  R  H  Q  R  V  H] T  G  E  R  P  Y  E [C  S  E  C   438 ZNF9 ZNBS9 [IR9] {ZFDD5} 

 

  gggaaattctttcgttacaactccaacctcattaaacattggagaaatcacactggagaa 1620  

  G  K  F  F  R  Y} N  S {N  L  I  K  H  W  R  N  H] T  G  E   458 Putative nucleic acid binding site 

 

  aggccttacgagtgcagagagtgtgggaaagcctttagccacaagcatatacttgttgag 1680  

  R  P  Y  E [C  R  E  C  G  K  A  F  S  H} K  H  I  L  V  E   478 ZNF10 ZNBS10 [IR10] {ZFDD6} 

 

  caccagaaaatccacagtggagaaagaccttatgagtgcagcgaatgccagaaggccttt 1740  

  H  Q  K  I  H] S  G  E  R  P  Y  E [C  S  E  C  Q  K  A  F   498 ZNF11 ZNBS11 [IR11] 

 

  attagaaagtctcacctggttcatcaccagaaaatccacagtgaagagaggcttgtgtgc 1800 

  I  R  K  S  H  L  V  H  H  Q  K  I  H] S  E  E  R  L  V  C   518 

 

  tccatgaatgtggggaattctttagctaaaactccaacctcattaaacatcagagatttc 1860 

  S  M  N  V  G  N  S  L  A  K  T  P  T  S  L  N  I  R  D  F   538 

 

  acaatggagaaagtttaccattgactattgtaattgggtagtaatgttatataaattcca 1920 

  T  M  E  K  V  Y  H  *                                       545 

 

  catttttatgcaactaatctccagaacatttttcctcttaccaagaagtaaaatgctgta 1980 

  cccattaacaacaactcattccccttccctacttccccagaaatgtctcaactatatttc 2040 

  tatactctatggtacttatatgaggtaccaatagatatctatgaatttgatatatatttg 2100 

  tacctcatataagtggattctacagtatttatcttttgagactggcttatttcacttagg 2160 

  ataaggtcttcacggttcacccatgttgtataatgtgtcagaatatccttcctttttagg 2220 

  tgaaataatattctatggtatttatataccacatttatttatccattcatctgttagtgg 2280 

  atacttgggctacttccaccttttgcctattgaaataatgctgctatgaagatgagtgta 2340 

  caagtgtctattcaagattctactttcaattcttatagggtatatactcagaaatggtgg 2400 

  tgctggatcatataggatttctattttttttttttgtttgtttttgagacagagtcttgc 2460 

  tctgtcacccaggctggagtgcagtgctgtgatcttggctcactgcaagctccgcctccc 2520 

  aggttcatgccattctcctgcctcaccctcccgagtagctgggactacaggtgcctgcca 2580 

  ccacgcctggctaatttttttgtatttttagtagagacggggtttcaccgtgttagccag 2640 

  gatggtcctgatctcctgaccttgtgatctgcctgccttggcctctcaaagtgctgggat 2700 

  tacgggcgtgagccaccgcgcctggccaggatttctatttttaatatttttgggaaaatt 2760 

  tttccatagtacctgtgccattttacattcccaccagcagtgcacaaggattgcaatcta 2820 

  tatacatcctcaccaacattgttcattttctatttctgtttttggggttttttgtagtgc 2880 

  cttttgttttggatagcagctatcttgttggatgtgaggtggaatctatagtgtctttca 2940 

  tttttattttgtgaatgattgatgatgttgaggatcttttcatgtgcttgttaggcattt 3000 

  gtgtatctggaaaaatattcaagtcttttttttccatttttaatgggactatttgctttt 3060 

  tgttgttgagttgtagttctttatacattctggatattaactccttaccaaatatatgct 3120 poly-A signal 

  ttttacatattacctcccagtccataggttgctttttcgctctgttgattgtgtcctttg 3180 major poly-A site 



 

  

  atgaaattttaagttttgatgtactgttgactctttctgtctgtgggttctgtattcatg 3240 

  gatcgaagcaaccatggatcaaaagtatttggagcatccatggattgcagtgatcattaa 3300 

  tcaaaaatatttggaaaacaaaaagggtagttgcatctgtactaaacatgaacagacatt 3360 

  ttttcttgtcattattccctaaactatatagtataataaatatttacatagcatttacat 3420 poly-A signal poly-A site 

  tgtattagaagttataaataacctaatgataatctatataggaagatgtgtgtaggttat 3480 

  attcaaacactatgcctttttatgtgagggacctcttgagcatcagatgattttggtatc 3540 

  cacaaggggtcctggaatcagtcccccacagacaccaagggatgactgtagtgcatttta 3600 

  tctatttttacttctgttacctgggcttttgatgttatatattaaaaaaaattagtatca 3660 poly-A signal 

  aatccaatgccaagcattttccctatgctttattctaagaattttatatttgaaggtctt 3720 poly-A site 

  acatttaggtcttttttttttttttcttttggaggcagagtcttgctctgtcacccagcc 3780 

  tggagtgcagtagtggaatctcagctcactacaacctccgcctcctgggttcgagccatc 3840 

  accccacctcagcctcccaagtagcttggattacaagtgtacaccaccacacctggctaa 3900 

  tttttgtatttttagtagagatggggttttgccatgttggccaggctggtcttaaacttc 3960 

  tggccttaagtgatccccctgcctcggcctcccaaattgctgagattacaggcaggagtt 4020 

  gtaatgcactgtgcctggctacatttagatctttaatctacttggggttcatttttgcat 4080 

  atggtttaaggcaaaagtccactttatgtggctatccagttttccaagcaccattttttg 4140 

  aaaagagcatctttcctctgttgagtagtcttggcacacttgtcaaaatcatttgtccat 4200 

  atatgccatggtttatatgtggattctctattttattggtcatatgtctgtctttatgtc 4260 

  agtaccacacattttaggtgtgtgtgtgtgagactcagtgttgaggacaaggctagtggg 4320 

  ctttcacactccagactgctgtattccagcccaaattactcaaattagccaatccatggg 4380 

  gaacatggaaaacgtagctaatgcaatccgcttgccttacctaagttgtcccctgcagcc 4440 

  tcaggttgctgttactgtgtttcagatgcaaccctctgtgggaccctacccaagttctct 4500 

  cattcttagctataggtaataaattgttctgattttgtgtatccaagtgacattgggttg 4560 poly-A signal poly-A site 

  tttcttgctatcagaagaacccagaaaagtattatgaatctagtgaatgttggaaaatct 4620 

  ttagccattagcataacctcatttcgtgccagcatgttcaccctagagaaaagtagaagt 4680 

  gaaggcaatgtcatctttccttgttaacatgataactcagtagagcaatgctttggagat 4740 

  tagctttttagggagagagccagcagttgagcctcctgcatctgaacatccacactaggg 4800 

  atattgtctgtactgccagatatatgggaagattttgtgaactgtgttgcagttttcaac 4860 

  ttgactggggcctttcccagagttatgcccctgccagtgcctatttaaaaatgtcatctc 4920 

  ttttctaccaactggcaaagagccatggtgtgtagcattttagtcacattaaaatgcagt 4980 poly-A signal 

  tatggca[poly-A tail added here]                              5040 poly-A site 
 

 

 

Key: 

[]: Internal repeat(IR) 

{}: Zinc finger double domain (ZFDD) 

   : C2H2 Zn finger(ZNF) 

C/H: Zn binding site (ZNBS) 


