
CCDC184 Conceptual Translation:

accccagctgctgctgccacactcgcgggcgctgcccggtaatggcctgggggagtcccg 60
agtccgacgcgccgctggcctcagcctggacgcggacccctccgcgagcgcgtctgtgac 120 upstream in-frame stop

ccacggaaccggcaggcgctctctgcttgtggcgcccagagggcggcgctgacacgggcg 180
cgatccgggaggcgaggcagggcagggcactttcgtcccggggcgatcccaagagacgcc 240
ggctctgggaccctcgccgggtcctcgtcccgcagcctcttctcggcctcccgcgatcct 300
gcctgcgccctctgcccaggactcgtctctcacgtcggctccccgccagtctcgggagcc 360
tccgcttccctcggctcccgctagcccctcccgggacctctccccctccaccccctcccc 420
caccccggaggccgggctggacgcgacccagagcctccgccacccgcttctgccactcaa 480

|*M 1 [DoUF|highly Conserved

tggaggacggtctgctggagatcatgaccaaggacggcggcgacatgccggcgcccctgg 540
E  D  G  L  L  E  I  M  T  K  D  G  G  D M  P  A P  L  E 21 Helix

aggtgtccaccgtgccggcagtgggggacgtgatctccggggagtacaacggcggcatga 600
V  S  T  V P  A  V  G  D  V I  S  G  E  Y  N  G G M  K 41 [coiled-coil

aggaactgatggagcacctgaaagcccagctgcaagccctgtttgaggacgtgagggcca 660
E  L  M  E  H  L  K  A  Q  L  Q  A  L  F  E  D  V R  A  M 61

tgaggggggccctggacgagcaggcctcgcacatccaggtgctctcggacgacgtgtgcg 720
R* G A  L  D  E  Q A  S  H I  Q  V L  S D D V  C  A 81 *Glutaredoxin domain*

ccaaccagcgagccatcgtctccatgtgccagattatgaccactgcgccccgccagggcg 780
N  Q R  A  I  V  S  M  C  Q  I M T T  A  P  R Q  G G 101 Phosphorylation

gcttgggcgtggtcggcggcaaggggagcttccagagcgacccccaagagccggagactc 840
L “G  V  V  G G  K  G  S  F  Q S D” P  Q  E  P E T P 121 disordered|SUMOylation

cttcgcctgggatcggggacagcggcttgctgggtcgcgatcccgaggacgaggaggaag 900
S P “G  I  G  D  S  G”  L  L  G  R  D  P E  D E  E  E E 141 Glutamic acid-rich

aggaagaagagaaggagatgcccagccccgccacaccctccagtcactgtgagcgccccg 960
E  E  E K E M  P  S  P  A  T  P  S S H  C  E R  P  E 161 Lysine acetylation

aaagcccctgtgctggtctccttgggggggacgggccacttgtggagcccctcgacatgc 1020
S P  C  A “G  L  L  G  G  D  G” P L  V  E P  L D  M P 181 “N-Myristoylation site”

ccgacattaccctgctgcaactggagggcgaggcctccctgtgaggggactccgtggggc 1080
D I  T  L L  Q L  E G E  A  S]  L | 194 DoUF]|highly Conserved



actaccttcccgggctgtctttgggtttccgagtgcatgacgcgagggggactgaacggc 1140
gcggtgcggcatgcttcacttggacagctgctcttgtgggtcaggcagagagagactccc 1200
tcgaggaaggatttgtagggtgaaggactttgggagcatcgagaattctttctgcccaac 1260
taagcgaattatagcgaactgcggaaaggtgaggctccgggagaggaagcgcccatctct 1320
ggactcccatccatccctatcctgtcctttcccccttcccagacaacaggagaacccgtg 1380
aattgtgtaaataaaattctgctttttctattctgaaaaaggacttacctaggaccatgg 1440
caaataatctctaacaatttacctggaaattaaggaattgggggtattttgttctggcaa 1500
caggaaatttacccttctgctgaaatccaagatattcagtgctctgcagaagcctctccc 1560
cctcacagatctctgcggctgctgattggtaaaggaagcttgaggagggaactgcagccc 1620
taggaatctgggtgaatggggttccaagggcccctgggctgggaggagctggctatgaat 1680
gtgcatgaagacataatagctcaacctctaggattttgcatgcagagcggatcctgcctt 1740
gtcactgacttcatctgggattgcttttccactccctggggcttagagaacaaagagccc 1800
ggttcacaggcagagactcgggggtgctcagcagcagcccagatttaggggacatttgag 1860
ggactcttggggccgcagccaaaaactgtctctcctggctacacctgcttaacttcagtt 1920
cctttttctgtcaatatgtccttgcccactgcctctcggtgttgccttcataatgtcttg 1980
tgtgtgttatgtgtgtctacttgtgtagtagtgtgtgagccctcaggggcagggcttgtg 2040
gctctggtgttaggttcaggggcttcagacccttctacgagctccaagctatcaatggcg 2100
cttttctctccctcttcccccaaccagggcatggagcatgtggctgtcctgaggttcttt 2160
tactgatgtgccgcccttccacctcctcaagtggtgactttgtgtgccctccccctcctt 2220
tgtgtattccttctcaatgctttccttggtgttaaccttaataaaaaggcgtcatctccc 2280 reg polyA

ctc 2283poly-A


