CCDC184 Conceptual Translation:

accccagctgctgctgceccacactcgegggcegcectgeccggtaatggecctgggggagteccg
agtccgacgcgceccgctggectcagectggacgecggacccecctecgegagegegtetgtgac
ccacggaaccggcaggcgctcectectgecttgtggecgecccagagggecggcgcetgacacgggcyg
cgatccgggaggcgaggcagggcagggcactttecgtceccggggecgatcccaagagacgcce
ggctctgggaccctcgceccgggtectegtececgecagectetteteggecteececgegatect
gcctgcgcecctcectgeccaggactcecgtcectctcacgtecggeteccecgecagtectecgggagec
tccgcetteecteggeteccecgectagecccteeccgggaccteteceecctecacceecteccee
caccccggaggccgggctggacgcgacccagagcecctcececgeccacccgcecttetgecactceaa
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Cggaggacggtctgctggagatcatgaccaaggacggcggcgacatgeccggecgeccctgg
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aggtgtccaccgtgccggcagtgggggacgtgatctccggggagtacaacggcggcatga
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aggaactgatggagcacctgaaagcccagctgcaagccctgtttgaggacgtgagggeca

tgaggggggccctggacgagcaggcctcgcacatccaggtgetectecggacgacgtgtgeg
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ccaaccagcgagccatcgtctccatgtgeccagattatgaccactgcgecccecgeccagggceyg
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gcttgggcgtggtcggcggcaaggggagcttccagagcgacccccaagageccggagacte

cttcgcctgggatcggggacagcecggcttgectgggtecgecgatecccgaggacgaggaggaag

aggaagaagagaaggagatgcccagccccgcecacaccctceccagtecactgtgagegeeceeyg

aaagcccctgtgctggtctecttgggggggacgggccacttgtggageccecctcgacatge
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ccgacattaccctgctgcaactggagggcgaggcctcececctgtgaggggactccgtgggge
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actaccttcccgggectgtetttgggttteccgagtgcatgacgcgagggggactgaacggce
gcggtgcggcatgcttcacttggacagectgcectcecttgtgggtcaggcagagagagactecce
tcgaggaaggatttgtagggtgaaggactttgggagcatcgagaattctttctgcccaac
taagcgaattatagcgaactgcggaaaggtgaggctccgggagaggaagcgececatcectet
ggactcccatccatccctatcecctgtecttteccecectteccagacaacaggagaacccgtg
aattgtgtaaataaaattctgctttttctattctgaaaaaggacttacctaggaccatgg
caaataatctctaacaatttacctggaaattaaggaattgggggtattttgttctggcaa
caggaaatttacccttctgctgaaatccaagatattcagtgctctgcagaagcctctecce
cctcacagatctctgcggctgcectgattggtaaaggaagcttgaggagggaactgcagecc
taggaatctgggtgaatggggttccaagggcccctgggctgggaggagctggctatgaat
gtgcatgaagacataatagctcaacctctaggattttgcatgcagagcggatcctgectt
gtcactgacttcatctgggattgcttttccactcecctggggecttagagaacaaagagcce
ggttcacaggcagagactcgggggtgctcagcagcagecccagatttaggggacatttgag
ggactcttggggccgcagccaaaaactgtctctcecctggctacacctgecttaacttcagtt
cctttttctgtcaatatgtccttgcccactgectcecteggtgttgecttcataatgtettyg
tgtgtgttatgtgtgtctacttgtgtagtagtgtgtgagccctcaggggcagggecttgtg
gctctggtgttaggttcaggggcttcagacccttctacgagctccaagctatcaatggecg
cttttctctccecctettececceccaaccagggcatggagcatgtggetgtectgaggttettt
tactgatgtgccgcccttccacctectcaagtggtgactttgtgtgeccteccectectt
tgtgtattccttctcaatgctttccttggtgttaaccttaataaaaaggcgtcatctecce
ctc
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