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Human ZNF280D Promoter and Predicted TF Binding Sites

CCAAT/Enhancer
AAAATGCTATTACAGGTTAATATGCAGATGGCAGAGTTAGGAAT TAGAGHGHGCAAGTEA
TTTTACGATAATGTCCAATTATACGTCTACCGTCTCAATCCTTAATCTCACACGTTCAAT

Hepatic nuclear factor 1

ATCATTCTAATTGGGTCACTCTTGTCATAGCCAACTAAAAGAATGGAGAAGCCAGTGCTG
TAGTAAGATEARGECAGTGAGAACAGTATCGGTTGATTTTCTTACCTCTTCGGTCACGAC

Cart-1 CCAAT Binding Factors

GGGGAAGCCCTCAGGGCACATAACATTGCTCTAAGAATGGAATTCTCAGCAAGCCTGGCT
CCCCTTCGGGAGTCCCGTGTATTGTAACGAGATTCTTACCTTAAGAGTCGTTCGGACCGA

Grainyhead-1like 3
GCTGAAACCGCCTGCTGTAACCTGAAACABEEETTATCTTCAGGTTTTAGCTTCTCAAAG
CGACTTTGGCGGACGACATTGERCHETTGTCCAAAATAGAAGTCCARAATCGAAGAGTTTC

MEF3 Binding Sites

AACCTGCTGCAGCTGTAGGGCAAGCTTTACCAAGCCCCTTCCCTCACCAGTCAGAACTAA
TTGGACGACGTCGACATCCCGTTCGAAATGGTTCGGGGAAGGGAGTGGTCAGTCTTGATT

POZ/ZFP Repressor Heat shock factor 2
CCAGCTACCCAAAACTTTACTAAATGTCAACGAACTTTC AAACAATAGATAACTT
GGTCGATGGGTTTHEAAATGATTTACAGT TECREGA CTTTTTGTTATCTATTGAA

MYT1 C2HC ZFP Heat shock factor 1 POZ/ZFP Repressor

TTTTTAAAAAATAAAACCCCCTAACTCCTCTTTGTTCTTCTGACATACTGAAGACCACCC
AAAAATTTTTTATTTTGGGGGATTGAGGAGAAACAAGAAGACTGTATGACTTCTGGTGGG

CCAAT/Enhancer
TGTABGEETAAATAACCTGAACTTGCAATTCCTGTGTCCCAAATAAAACGCTAAATGTAC
ACATACACATTTATTGGACTTGAACGTTAAGGACACAGGGTTTATTTTGCGATTTACATG

TATA Box
AGATTCGTCTCTTCGTATTTGACCTCGACAGGGAACGCAAGCAAAACCACACATTHERRAA
TCTAAGCAGAGAAGCATARACTGGAGCTGTCCCTTGCGTTCGTTTTGGTGTGTARATTTT

CAGACTTGGTAAAATCAGCTCGTTATTTAAAGAAACGGACGATTCCTTTTTCTCTCCTGG
GTCTGAACCATTTTAGTCGAGCAATAAATTTCTTTGCCTGCTAAGGAAAAAGAGAGGACC

TTTAGTCTTCGACCCACAGGCCCCTTGCTTCTTTCGAACGGCGGCTGTATCCCATGACCT
AAATCAGAAGCTGGGTGTCCGGGGAACGAAGAAAGCTTGCCGCCGACATAGGGTACTGGA

TTTCACTTTCCAAGCCAACGGACTGGGGGTCGTTACACACGCGGAGGGCCCGGAACGCAC
AAAGTGAAAGGTTCGGTTGCCTGACCCCCAGCAATEHMEEGCGCCTCCCGGGCCTTGCGTG
CCAAT/Enhancer

GGCTCCTCGCCTGCAAATTCCGAGCAGTCCGGATTTTGGGGCTGCCTCCCGGCCACACCA
CCGAGGAGCGGACGTTTAAGGCTCGTCAGGCCTAAAACCCCGACGGAGGGCCGGTGTGGT

GCCAGCAGCTCGCACCCACATGGAGGCAGGGCCCTGGCCCTCGCCCCGGACCGGCGLGTG
CGGTCGTCGAGCGTGGGTGTACCTCCGTCCCGGGACCGGGAGCGGGGCCTGGCCGCGCAL



841 GCGGGGCGCGTGGGTCTTCGAGGGCCCGCGACGCGGCGCACATGCCGGTGCCCGCCTCCC
841 CGCCCCGCGCACCCAGAAGCTCCCGGGCGCTGCGCCGCGTGTACGGCCACGGGCGGAGGG

EGR3
901 BEEHCGGCGAGAAGACAGGGAGCTCGGACACGGGGAGGCTGACCCGGAGCCTACCCATGA
901 CGCAGCCGCTCTTCTGTCCCTCGAGCCTGTGCCCCTCCGACTGGGCCTCGGATGGGTACT

961 GGCAGCGCGCCGGCTGCACGAGAGCCCCCCCCTTTCCACGGCTCGGCTGCCAGCTCCGCA
961 CCGTCGCGCGGCCGACGTGCTCTCGGGGGGGGAAAGGTGCCGAGCCGACGGTCGAGGCGT

Start of Transcription

| ——>
1021 ATGGGAGCCGCCGCCGTCGCCGCAGTGTAGTTTITTCGTGCTCCTCCTTTTCCTCCTCCTC
1021 TACCCTCGGCGGCGGCAGCGGCGTCACATCAAAAAGCACGAGGAGGAAAAGGAGGAGGAG

1081 TTTCTCCTCCTCCTCAGGGCTCCAGTCAGGCCGATCCGCTCCGCTCACG AAGCGCC.
1081 AAAGAGGAGGAGGAGTCCCGAGGTCAGTCCGGCTAGGCGAGGCGAGTGCERTTCGCGGGG

Kruppel-like ZFP 219 sl\\\\\\\\\
1141 CGCCCCCGCCCGCCCTGCGCTGCAGCAGGCAGAGGCCCTCCCGCGCGGCCT
1141 GG GGCGGGCGGGACGCGACGTCGTCCGTCTCCGGGAG-CGCCGGA

EGR1 Stimulating Protein 1 E2F Transcription Factor 6

Splice Site

Extended Promoter
gcgccgce ctcactccgg gggcgctgga ctgggggtct tgaggccggce
gcgggtcgtc gggagcgccc agagcgcggg ggaggagacc ggct




