Conceptual Translation of Human FAM131A'

gcttttggttctctgcatcaacacagccagcatgectatgatttctgtgectgggcaaa 58
(M P M I S V L G K 9 [exluded in isoform 2

atgtttctgtggcagcgtgaagggcctggaggacgatggacttgtcagacaagtcgcaga 118
M F L W Q R E G P G G R W T C O T S R R 29

gtgtcctcggaccccgettgggetgtggagtggatcgaacttecctecggggtectecteteta 178 exl |ex?
v S s D P A WAV E W I E L P R G L S L 49

tcctetttgggatctgectcgaaccctececgaggectggagcaggteccteccecgeccttecteg 238
s S L 6 sSs A R TUL R G W S R S S R P S S 69

gtggacagtcaggacttgccagagogtgaatgttggagacacagtcgcgatgctgecccaag 298 ex2|ex3
v D $S 9 D L P E V N V G D T V AlM L P K 89 excluded in isoform 2]

tccecggecgagecctaactatccaggagatcegetgegetggecaggtectecctgecatggt 358 ex3|exd
S R R A L T I 0 E I A A L A R S S L H G 109

atttcccaggtggtgaaggaccacgtgaccaagcctaccgccatggecccagggecgagtg 418
I s Q v VvV K D HV T K P T AMA A OQ G R V 129

gctcacctcattgagtggaagggctggagcaagccgagtgactcacctgectgecctggaa 478
A H L I E WK GW S K P S D S P A A L E 149

tcagccttttectectattcagacctcagecgagggcgaacaagaggctecgetttgecageca 538
S A F $ S Y S D L S E G E Q E A R F A A 169

ggagtggctgagcagtttgccatcgecggaageccaagectccgagecatggtectteggtggat 598 exd |exbH
G V A £E Q F A I A E A KL R A W S S V D 189

ggcgaggactccactgatgactcctatgatgaggactttgctgggggaatggacacagac 658 exblex6
G E D S TDD S Y D EDVF A G G M D T D 209

atggctgggcagctgcccctggggecgcaccteccaggacctgttcaccggecaccggtte 718
M A G 9 L P L G P H L O D L F T G H R F 229

tccecggectgtgegecagggectcececgtggagectgagagegactgetcacagaccgtgtee 778
S R P V R Q G S V E P E S D C S Q T VvV S 249

ccagacaccctgtgctctagtctgtgcagectggaggatgggttgttgggecteccececggee 838
pDTL C S S L C S L E DG UL L G S P A 269

cggctggcctcecccagetgectgggecgatgagetgettectegeccaaactgeccececcagecgg 898
R L A S ¢ L L G DE L L L A K L P P S R 289

" Translated NM_144635 mRNA sequence using Six-Frame_Translation tool at Bioline
<https://www.bioline.com/media/calculator/01_13.html>



gaaagtgccttccgcagectgggceccactggaggecccaggactcactcectacaactcecgecce
E S A F R S L G P L E A Q D S L Y N S P

ctcacagagtcctgccttteccecececgecggaggaggagccageccectgcaaggactgecag
L T E S ¢C L S P A E E E P A P C K D C OQ

ccactctgcccaccactaacgggcagctgggaacggcagcggcaagectcectgacctggece
p L ¢C p P L T G S W E R

tcttctggggtggtgtccttagatgaggatgaggcagagccagaggaacagtgacccaca

*

tcatgcctggcagtggcatgcatcceccecggcectgectgeccaggggcagagectectgtgecca
agtgtgggctcaaggctcccagcagagctccacagcecctagagggctecctgggagegeteg
cttctcegttgtgtgttttgcatgaaagtgtttggagaggaggcaggggctgggetgggyg
gcgcatgtcctgcecccecccactecccggggecttgeccgggggttgeccggggectectggggeat
ggctacagctgtggcagacagtgatgttcatgttcttaaaatgccacacacacatttect
cctcggataatgtgaaccactaagggggttgtgactgggctgtgtgagggtggggtggga
gggggcccagcaaccccceccaccctececccatgectetetettetectgettttetteteact
tccgagtccatgtgcagtgecttgatagaatcacccccacctggaggggectggectectgece
ctcccggagcectatgggttgagceccgtceccecctcaagggcecccctgeccagectgggetegtget
gtgcttcattcacctctccatcgtctctaaatcttectettttttectaaagacagaagg
tttttggtctgttttttcagtcggatcttctcttctctgggaggectttggaatgatgaaa
gcatgtaccctccacccttttectggeccececctaatggggectgggeecctttecccaaccce
tcctaggatgtgcgggcagtgtgctggegecctcacageccagecgggetgeccattcecacge
agagctctctgagcgggaggtggaagaaaggatggctctggttgeccacagagctgggact
tcatgttcttctagagagggccacaagagggccacaggggtggeccgggagttgtcagetyg
atgcctgctgagaggcaggaattgtgccagtgagtgacagtcatgagggagtgtctcecttce
ttggggaggaaagaaggtagagcctttctgtctgaatgaaaggccaaggctacagtacag
ggccccaccccagccagggtgttaatgeccacgtagtggaggectectggecagatecctgea
ttccaaggtcactggactgtacgtttttatggttgtgggaagggtgggtggctttagaat
taagggccttgtaggctttggcaggtaagagggcccaaggtaagaacgagagccaacggyg
cacaagcattctatatataagtggctcattaggtgtttattttgttctatttaagaattt
gttttattaaattaatataaaaatctttgtaaatctct
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