
Conceptual Translation of Human FAM131A1

gcttttggttctctgcatcaacacagccagcatgcctatgatttctgtgctgggcaaa 58
[M P  M  I  S V  L  G  K 9 [exluded in isoform 2

atgtttctgtggcagcgtgaagggcctggaggacgatggacttgtcagacaagtcgcaga 118
M  F  L  W  Q  R  E  G  P  G  G  R  W  T  C  Q  T  S  R  R 29

gtgtcctcggaccccgcttgggctgtggagtggatcgaacttcctcggggtctctctcta 178 ex1|ex2
V  S  S  D  P  A  W  A  V  E  W  I  E  L  P  R  G  L  S  L 49

tcctctttgggatctgctcgaaccctccgaggctggagcaggtcctcccgcccttcctcg 238
S  S  L  G  S  A  R  T  L  R  G  W  S  R  S  S  R  P  S  S 69

gtggacagtcaggacttgccagaggtgaatgttggagacacagtcgcgatgctgcccaag 298 ex2|ex3
V  D  S  Q  D  L  P  E  V  N  V  G  D  T  V  A] M  L  P  K 89 excluded in isoform 2]

tcccggcgagccctaactatccaggagatcgctgcgctggccaggtcctccctgcatggt 358 ex3|ex4
S  R  R  A  L  T  I  Q  E  I  A A  L  A  R  S S L  H G 109

atttcccaggtggtgaaggaccacgtgaccaagcctaccgccatggcccagggccgagtg 418
I S Q  V V K  D  H V  T  K  P T  A  M A Q G  R  V 129

gctcacctcattgagtggaagggctggagcaagccgagtgactcacctgctgccctggaa 478
A  H  L  I  E  W K  G W S  K  P  S  D  S  P A  A  L  E 149

tcagccttttcctcctattcagacctcagcgagggcgaacaagaggctcgctttgcagca 538
S  A  F  S  S  Y  S  D  L  S  E G  E Q E  A R  F  A A 169

ggagtggctgagcagtttgccatcgcggaagccaagctccgagcatggtcttcggtggat 598 ex4|ex5
G  V  A E Q  F A  I  A E  A K L R A W S S V  D 189

ggcgaggactccactgatgactcctatgatgaggactttgctgggggaatggacacagac 658 ex5|ex6
G  E  D  S  T  D  D  S  Y  D  E  D  F  A  G  G  M  D  T  D 209

atggctgggcagctgcccctggggccgcacctccaggacctgttcaccggccaccggttc 718
M  A  G  Q  L  P  L  G  P  H  L  Q  D  L  F  T  G  H  R  F 229

tcccggcctgtgcgccagggctccgtggagcctgagagcgactgctcacagaccgtgtcc 778
S  R  P  V  R  Q  G  S  V  E  P  E  S  D  C  S  Q  T  V  S 249

ccagacaccctgtgctctagtctgtgcagcctggaggatgggttgttgggctccccggcc 838
P  D  T  L C S  S  L  C  S  L  E  D  G  L  L G  S  P  A 269

cggctggcctcccagctgctgggcgatgagctgcttctcgccaaactgccccccagccgg 898
R  L  A  S  Q  L  L  G  D  E  L  L  L  A  K  L  P  P  S  R 289

1 Translated NM_144635 mRNA sequence using Six-Frame_Translation tool at Bioline
<https://www.bioline.com/media/calculator/01_13.html>



gaaagtgccttccgcagcctgggcccactggaggcccaggactcactctacaactcgccc 958
E  S  A  F  R  S  L  G  P  L  E  A  Q  D  S  L  Y  N  S  P 309

ctcacagagtcctgcctttcccccgcggaggaggagccagccccctgcaaggactgccag 1018
L  T  E  S  C  L  S  P  A  E  E  E  P  A  P  C  K  D  C  Q 329

ccactctgcccaccactaacgggcagctgggaacggcagcggcaagcctctgacctggcc 1078
P  L  C  P  P  L  T  G  S  W  E  R Q  R  Q  A S  D  L  A 349 disordered

tcttctggggtggtgtccttagatgaggatgaggcagagccagaggaacagtgacccaca 1138
S  S  G V  V  S  L  D  E  D  E  A  E  P  E  E Q * 366

tcatgcctggcagtggcatgcatcccccggctgctgccaggggcagagcctctgtgccca 1198
agtgtgggctcaaggctcccagcagagctccacagcctagagggctcctgggagcgctcg 1258
cttctccgttgtgtgttttgcatgaaagtgtttggagaggaggcaggggctgggctgggg 1318
gcgcatgtcctgcccccactcccggggcttgccgggggttgcccggggcctctggggcat 1378
ggctacagctgtggcagacagtgatgttcatgttcttaaaatgccacacacacatttcct 1438
cctcggataatgtgaaccactaagggggttgtgactgggctgtgtgagggtggggtggga 1498
gggggcccagcaaccccccaccctccccatgcctctctcttctctgcttttcttctcact 1558
tccgagtccatgtgcagtgcttgatagaatcacccccacctggaggggctggctcctgcc 1618
ctcccggagcctatgggttgagccgtccctcaagggcccctgcccagctgggctcgtgct 1678
gtgcttcattcacctctccatcgtctctaaatcttcctcttttttcctaaagacagaagg 1738 Poly-A Site

tttttggtctgttttttcagtcggatcttctcttctctgggaggctttggaatgatgaaa 1798
gcatgtaccctccacccttttcctggccccctaatggggcctgggccctttcccaacccc 1858
tcctaggatgtgcgggcagtgtgctggcgcctcacagccagccgggctgcccattcacgc 1918
agagctctctgagcgggaggtggaagaaaggatggctctggttgccacagagctgggact 1978
tcatgttcttctagagagggccacaagagggccacaggggtggccgggagttgtcagctg 2038
atgcctgctgagaggcaggaattgtgccagtgagtgacagtcatgagggagtgtctcttc 2098
ttggggaggaaagaaggtagagcctttctgtctgaatgaaaggccaaggctacagtacag 2158
ggccccaccccagccagggtgttaatgcccacgtagtggaggcctctggcagatcctgca 2218
ttccaaggtcactggactgtacgtttttatggttgtgggaagggtgggtggctttagaat 2278
taagggccttgtaggctttggcaggtaagagggcccaaggtaagaacgagagccaacggg 2338
cacaagcattctatatataagtggctcattaggtgtttattttgttctatttaagaattt 2398
gttttattaaattaatataaaaatctttgtaaatctcta 2437 Poly-A Sig|Sig|Site|Site


