Updated Conceptual Translation

Annotated Conceptual Translation of Human Zinc Finger Protein

gagtccccgectcecggecgec gcggatgcggagccggaggctgggggecggcagegag
A D A E P E A G G G S E

gatggcggcggcggcggcggcccggctcecctceccgggeccagagecggcagcgtcecgcacgtgtg
b 6 G G G GG P AP P G Q S G S V A R V

gccccgctgggceccccgagcagcectgecggcaggtectggagcaggtgacgaaggcgcagccg
A P L G P E QO L R Q V L E Q VvV T K A Q P

ccgccgceccgcecgceccceecttegtgectgecgggacgecggecgecggeggctgecgggacgecggcee
pPp p P P P P F V L R DA A R R L R D A A

caacaggccgccctgcagecggggecggggcaccgagecccecgegectgeecgegectgete
Q 90 A AL Q R G R G T E P P R L P R L L

ccgccccagcaactagaagccatttgtgtcaaggtaacgtctggagaaacaaaaggtcag
P P O Q0 L E A I C V K Vv T s G E T K G Q0Q

gaaaggccaatgctcctaccgaccacaatccagccccaaactgcaagaaagagccagcetg
E R P M L L P T TII Q P Q T A R K S Q L

ccccgggggaattcecctgectggtggggectceccatatcecgceccagecctcagectgctcagggta
P R G N 5 C L V G L H I A S P QQ L L R V

cagccgcttgtgagaaccgagccacagtcctgcttecctaagtgacttatgccaacctect
Q p L V R T E P Q9 S C F L S D L C O P P

gctcaggggtttgtacagagaccactgccagccctccaggtggtcecctgcaaagagagtce
A Q0 G F V. Q R P L P A L O V V P A K R V

ccagcccccaaggctccagatgaacagggctccatgttgaccectttgtectgectcectgac
P A P K A P D E QG S M L T P L S A S D

ccgctggcagtaacatctctttcatccagttcagcacatccatttatttccaacttgecat
P L A V T s L s s S S A H P ¥ I s N L H

acaagacatactgagaaactaaaaaaatcgttaaaagtaaagacacgttctggacgggta
T R H T E K L K K S L K V K T R S G R V

tctcgacctcccaaatataaagctaaagattataagttcataaaaacagaggatctggceg
s R P P K ¥ K A K D Y K F I K T E D L A

gatggtcatctgtcagattctgatgattactcagaactctgtgtggaagaagatgaagat
b 6 H L s D s D D Y S E L C VvV E E D E D

cagagggagaggcacgcactctttgacttatcgagctgctccctgaggecccaaaagettt
Q R E R H A L F DL S S C S L R P K S F
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Polyadenelation Signal



aagtgtcagacttgtgaaaagtcatatatagggaaggggggactggcccgacattttaaa
K ¢ Qg T € E K S ¥ I G K G G L A R H F K

cttaacccaggccacggccagttggaccccgagatggtgctgtctgagaaagccagtgga
L N P G H G 0O L D P E M V L S E K A S G

agcaccctccgggggtgcacggaggaaaggacgctcagcecctgacctececctggggectgtece
s T L R G ¢ T E E R T L S L T S L G L S

atgccagcggatccatgtgagggaggggcccgctcecctgecttggtgacagagtcagcacgce
M P A D P C E G G AR S C L V T E S A R

ggtggcctgcagaatggtcagtctgtagacgttgaagagacattgccatctgaaccagaa
G 6 L. N G Q s Vv b Vv E E T L P S E P E

aatggagctcttttgcgatcagagagataccaaggacctagaagacgcgcatgctcagag
N G A L L R S E R Y O G P R R R A C S E

acccttgcagagtcccgcacagctgtcecctccagcagagaagagctgctcagectacctggt
T L A E S R T A V L 0@ R R A A Q L P G

ggccctgctgcggcaggggagcagagggcgtcgccaagcaaagccaggctcaaggagtte
G P A A A G EQ R A S P]S K A R L K E F

ctccagcagtgtgaccgggaggatctggtggaattggctctgcecctcagectggctcaggtt
L ¢ o ¢ bR E DL V E L A L P Q L A Q V

gtgaccgtgtatgagtttcttctgatgaaggttgaaaaagatcatctagcaaagcecctttt
v T Vv Y E F L L M K V E K D H L A K P F

ttcccagctatatataaggaatttgaagagttgcataaaatggttaagaaaatgtgccaa
F P A I Y K E F E E L H K M VvV K K M C 0O

gattacctcagtagttctggtctgtgttcccaggagaccctggaaataaacaatgataag
b ¥y L s S S G L ¢C S O E T L E I N N D

gttgctgagtcattaggaatcacagaattcctacggaagaaagaaatacacccagacaac
E F L R K K E I H I[P D N

cttggacccaagcacctcagccgagacatggatggggagcagctagagggagctagcagce
L G P K HL S R D MUDGE QUL E G A S S

gagaagagggaacgtgaggctgcggaggagggactggcctcagtgaaaaggcccagaaga
E KR EUREA AA ATETEGTL a s v [ EIRIEIR R

gaagccctgtccaacgataccactgaatctcecttgctgccaacagcagaggccgggagaag
E A L S N D T T E S L A A N S R G R E K

cccaggcccttgcatgcetttggececgectggtttttecceccteccagtaaatgtgactgtetet
P R P L. H A L A A G F S P P V NV T V S
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ccccecgttctgaagaaagccatacaacgacggtttcectggtggcaatgggagecgtgttceccag
P R S E E S H T T T V S G G N G S V] F Q

gcgggcccgcagcttcaggcactggctaacttagaagccaggagggggtctataggtget
A G P O L O A L A NIL E A R R G S I G A

gctctctcatcccgggatgtcagtgggctgecctgtttatgectcagtcaggagagectagg
AL S S R DV s G L P V Y A Q S G E P R

aggctgacccaggcacaggtggcagcgtttcctggagagaatgctttggaacactcttceca
R L T Q A Q V A A F P G E N[A L E H S S

gaccaggacacctgggacagcctgaggagcccgggtttectgcageecctttgtcatectggt
D Q b T WD S L R S P G F C S P L S S G

ggtggagcagagtccctgccgectggggggecctggacatgcagaggcaggacacctecgge
G G A E S L P P G G P G HAE A G]H L G

aaggtttgtgacttccacctgaaccaccagcagcccagccccaccagegtecectgectaca
K vw¢c b F H L N H ©Q ¢ P s P T s VvV L P T

gaggtggcagcccctcecgcecttgagaaaattttgtctgtggatagegtggcagtggactgt
E v A A P P L E K I L. S V D S V A V D C

gcctacaggactgtgcccaagccagggcctcagcectggeccacatggatcactattgact
A Y R T V P K P G P QO P G P H G S L L T

gaagggtgtctcagaagcctttcgggggacttgaaccggttccecectgtgggatggaggtyg
F 6 C L R §s L s G D L N R F P C G M E V

cactctggccagagagaactggagagcgtggttgctgtcggcgaagccatggecttttgaa
H S 6 ¢ R E L E s v v A VvV G E A M A F E

atttccaatgggagccatgagttactgtctcagggacagaagcagatttttattcagact
I S N G S H E L L S Q G Q K o I F I o T

tccgatgggcttatcttgtccectccaggtacaatagtgtctcaggaggaggacattgtce
s b 6 L I L s Ppp P G T I VvV S Q E E D I V

acagtgactgatgcagaggggcgtgcctgcggatgggcccgctagaaggagttcctectag
T v T D A E G] R A C G W A R *

aagctgtggagtcggtcgtcaccgtggagccagagccctcacagtgaagtggagtcagat
cctagattcgtctgattttatccagagaaggtctatggcaagcaatgtatatttttctaa
tgtgaatattgcacagatgaaccttttatttataaagaataatgtctttctgce
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