Conceptual translation of human c6orf163
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actcttggcaatatgatggataaactggctaacacccagggggagctgctgtctatagca 982
T L G N M M D K L A N T Q G E L L S I A 265 1eucine zipper

aaacaactgggaatcatgacaaattggaaagatttcctagaggaggaattacaggaaacc 1042
K ¢ L & I M T N W K D F L E E E L Q E T 285

aggatggcatttcaaaaatacatcaattatacctttcctaagctttcaccaggacatgca 1102
R M A F @ K Y I N Y T F P K L S P G H A 305

gattttattctgccagaaagaaagaaaacaccttctaatcttgttattaaggagaacaaa 1162
D F I L P B R K K T P S N L \Y4 I K E N K 325 nuclear localization

acaactcttgattagaagtcttcagttgaaattccactacaaaagacatcattccagact 1242
T T L D *

aaataaatttactcaaaaacca polyA signal

Key:
Well-conserved residue
Exon boundary



