Conceptual Translation of Human TMEM1441'

gtagagggaatgagtcaggctccggctccacactggcacgtagtgggcggatcgegcec
ggcgctgagtaggaaggagcttcagccgccagecccggaacgcatcataggttagetttte
aagacacttcctgcatctctgacctgttgcacctctgttatcttggcacctctgttatct
tagcagcaagcacctgcctcagctgacccttgagccataacccataagctecctgaaaagt
acatcaagtctaaagtgaaccagctaactcattaagactggaatcatgagcaacaatgga
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gcagacctaacctttggttacatctcctgttttgtagctatccttttgtttggctcaaat
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atcaaaaccattggtttaggccttggaatcttaatctggggatcatttaatgccttaact
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ggctgggcaagctcaaggtttggctggtttggattggatgcagaagaagtatcaaatccg
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ctgctaaattacattggagctgggctatcagtagtaagtgctttcatatttttgttcatc
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aaaagtgaaataccaaataacacgtgttccatggataccactccattaataacagagcat
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gtgatcaacacaacccaagacccctgttcctgggtggataaactttctacagtacaccac
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cgcatagtgggctgcagtcttgcagtgatatctggagtactctatggatctacatttgtyg
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ccaatcatctacatcaaggaccacagcaaaagaaatgatagtatatatgcaggggecaagc
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! Translated NM_018342.5 mRNA sequence using Six-Frame Translation tool at Bioline

<https://www.bioline.com/media/calculator/01_13.html>.
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caatatgatttagactatgtgtttgcgcacttcagtggcatctttcttacaagtactgte
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tactttctggcctactgcatagccatgaaaaatagtcctaaactatatcctgaagcagtce
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ctaccaggattcctgtcaggagtactttgggctatagctacctgctgttggttcatageca
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aatcactctctgagtgctgtggtcagttttccaataatcactgctggtccaggatttata
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gctgcaatgtggggtatcttcatgtttaaggaaataaagggtctacaaaactacctatta
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atgatacttgcattttgcatcatcttgactggagccttatgcactgctttttctaaaatc
M I L A F C I I L T G A L C T A F S K 1I]

taacaatgacaaaaccagcaggtggcagcagtagttaagagaacgcgtctatcggacagce
*

ggagagatcatgctgagaaaagagtgcattttcatatagcaaatggatctcagccactgt
tggagtgggtaaatgatttttttccccaaaaatgtgagaatgaaggaagattgagtttca
ttcaagtataaaaatgaaaatttcttctgatgaactgtttatgaaggtagtactttactg
ggtgactaaaatgtctacattattatagcattacatacgaggatgctctttttaccacag
tatgtacctagtgttgcataatctagaacacagtatagagtccatatacaaagaagttac
agtccatatttctcacctattaccccagtgaagtgaggcagaaataccttgggcgaggag
ggagagccttaccttctaatggaattagattccaaagatatttggatcctttgtttcata
aagtaaatgcatagttggtaactaaatgttaaaaaggccattttattattgttagccaaa
acttctgtttatttcaagttaatatcgcccaactctacatcatctacccattttagctca
taatgcttttgattatcgccagataaagtccattctcagagaacaaaaatttttcatcat
tgagaaaatgtgcataacataatacatacatacacaagtatattcacgtacataaataca
cacagatatgttgctaaagtgagattgtaggttatcagtaacaatttaaaggaaacaacc
actcttttgaatgtacaacttttttttctgaaatacacttttctaaaaccctcttaactg
gaggtttcctgttttcttcttgttttaactggtggtttccagtaggcaaaataaaatgac
aggcatgctagttttttttttttttttttttttttaagaaaactgaaattaagccaggeca
gggtggcgcactactataatcccagctgctggggcggctgaagtaggagggtcacttage
ccaagagtgcaaatctgccagcctaggcaacatagcaaggtcccatctctaaaaaagaaa
tttaatttaaatttgtaagaaaaaagaaaactgaaacagaactgccagtacaatgtttgt
tgcaattgtttccaaaactttgagataacgaaacccctattcaaatgtaaattttaccca
ttcccacctgatagtactgtttattactttgctatgcaggagaaacaaaacagcttttta
tttgtgtgtatactctgaagtcaatgtgcatgggttaaatcccacctctgecttcatttta
tttgtgtggctttggacaagttcctaagccctctgtgtcaggccecctcattaacaaaatyg
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gagtttatgatggcatctacctcacatggttattgtgtggttgaaattagttcaaatctg
taaagtatgttgatgagtatctggtacttggcaaacactatataattgttagctttatta
ttatgtgttgtttgaaggggaaaaaagtttttgtagattggagaacaccatgtaagagct
actaagctcaccaccttcccatccaaacaattattactcctctaaatgaatactacttaa
aagtgatggagcttctgtttgtttattgaattgctaataca tatttgactataa
cttcttatactcattttaattttaacctgaaatgtcattaaattatgctgataaactttyg
ttgtgatacaaaagctatttttctcattta ttttagaattttatattg
gataacttttaattattctttagttgggatttccaatttatatgcaaaattttaaatgtg
aagtaaagcagtttcagaagaaaaatgaaaaa
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