LULUA H WEBO LULUA H WEBO

> FAM89A Promoter
CAGCGCGCCCGGCGGCAAGGAGCGACCTGCCCGGGTCTGGGGCCCCCAGCCGCCCCCCGL 60
GTCGCGCGGGCCGCCGTTCCTCGCTGGACGGGCCCAGACCCCGGGGGTCGGCGGGGGGLCG

GGTGGAGGCGAGCCCGGCTGCTGGACGCGGACGCCACCCGGACCCGGGGCCCGCGCAGGG 900
CCACCTCCGCTCGGGCCGACGACCTGCGCCTGCGGTGGGCCTGGGCCCCGGGCGLCGTCCL

TAL1 E2A ZTRE SP1 KLF4 MZF1
GGCGAGTGGGAGHINGINEGAGGCGGGCTGGATTCCGCCCTCGBEEAGBECCGGGGGTCC 120 GCCTCGAGGAGAGG [€GCCGGGGEEECETEECGCGGGAGGGGAAGTGGGCGGGGE 960
CCGCTCACCCTCCGTCGTCCTCCGCCCGACCTAAGGCGGGAGCCECTCCCGGCCCCCAGG CGGAGCTCCTCTCCCCCGCCCCGGCCCCCCCGLAY CTCCCCTTCACCCGCCCCG
ZTRE TFIIB
» Transcription Start Region
TGGGACCAGAGCCAGGCCTCCTGCCCTCGACGTCCTGCCGGTTGTGAGCCAGAGCCTCGG 180 ACCGCCGGGAAGGGGGCGGGCCGGGGGAAAGCCTTGGTTCGCTGCAGCGGGGCAGGCGCG 1020
ACCCTGGTCTCGGTCCGGAGGACGGGAGCTGCAGGACGGCCAACACTCGGTCTCGGAGCC TGGCGGCCCTTCCCCCGCCCGGCCCCCTTTCGGAACCAAGCGACGTCGCCCCGTCA
ZF-C2H2

TACCCCCACCCCCTGCAACGGCCTGCTTCGTGGGATCTGAAGCTGGGCCGCCCCCTGGGC 240

TGGCCGGGCCGCGGCGCGATGAGTGGGGCCCGGGCGGCGCCCGGGGCCGCGGGCAACGGC 1080
ATGGGGGT{HBBEEACGT TGCCGGACGAAGCACCCTAGACTTCGACCCGGCHEBEEACCCG
PLAGL PLAG1

PLAGL c-Myc/Max
AGGGCAGGGATCGGTGAGGCARGGAGCTGAGGAGCGCTGGCAGGTAAMEBBEARGTCTGG 300
TCCCGTCCCTAGCCACTCCGTTCCTCGACTCCTCGCGACCGTCCATTCCCCCTTCABRGE «— GCGGTCCGGGGGCTGCGGGTGGAC 1104
AGGCCCCCGACGCCCACCTG
TFIIB
AGCCGGGTTGGAGGTGAGCGGGCGTTGAGGGGTGGGACAGAGGGAGTGGAGACGGGGCTG 360
<« EEBBCCCAACCTCCACTCGCCCGCAACTCCCCACCCTGTCTCCCTCACCTCTGCCCCGAC Figure 26. Proposed FAM89A Promoter Sequence Analysis with transcription factor binding sites. Top
GC-SBE strand (+), bottom strand (-).

GGGGCGAGCCAGTGAACTGGGGGTGGCACAGAGGAGGTGGGAGCAGAGATGGGGGTGATC 420
CCCCGCTCGGTCACTTGACCCCCACCGTGTCTCCTCCACCCTCGTCTCTACCCCCACTAG

CGGAAGCCTGGGGTGGGGGGTGAGTGGGTTCGGAGCTGAGGGTGAGCCAGTGAGCTGAGG 480
GCCTTCGGACCCCACCCCCCACTCACCCAAGCCTCGACTCCCACTCGGTCACTCGACTCC
ZF-C2H2

GTGGCACAGAGGGCGTGGGGGCGGAACTGGGGGTGAGCCGGGAAGCTGGGGGTTGGCACA 540
cACCGTGTEMBBBGCACCCCCGCCTTGACCCCCACTCGGCCCTTCGACCCCCAACCGTGT
MIz1

MZF1
GAGGAGGTGGGGACAGAGATGCGGGTGAGCCGGGAAGCTGGGGTTCGGGGTGGCGCGGGT 600
CTCCTCCACCCCTGTCTCTACGCCCACTCGGCCCTTCGACCCCAAGCCCCA

ZF-C2H2

TFIIB
MZF1

GAGAGGGTTCGGAGCTAGGGGTGAGCCGGGAAGCTGGGAGGTGGTTCAGAGGAGGTGGGG 660

CTCTCCCAAGCCTCGATCCCCACTCGGCCCTTCGACCCTCCACCAAGTCTCCTCCACCCC

—» ACAGAGATGGGGGTGAACCGGGAAGCTGCGGGTCGCGGGGGGCTTAGTAGGTTCGGAGCT 720
TGTCTCTACCCCCACTTGGCCCTTCGACGCCCAGCGCCCCCCGAATCATCCAAGCCTCGA

AGGGAGTGGCACAGAAGGGTTCGTGACGGGGCTGGAGGTGAGTCGGGGGGTTAGAGGGTA 780
TCCCTCACCGTGTCTTCCCAAGCACTGCCCCGACCTCCACTCAGCCCCCCAATCTCCCAT

GTCACGCGGAGTTGGAGATGAATTAGGGCGCTGGAGGGGCGCGAGGGAGGAGGAGACCCG 840
CAGTGCGCCTCAACCTCTACTTAATCCCGCGACCTCCCCGCGCTCCCTCCTCCTCTGGGC



