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> FAM89A Promoter 
CAGCGCGCCCGGCGGCAAGGAGCGACCTGCCCGGGTCTGGGGCCCCCAGCCGCCCCCCGC 60  
GTCGCGCGGGCCGCCGTTCCTCGCTGGACGGGCCCAGACCCCGGGGGTCGGCGGGGGGCG 
 
 
GGCGAGTGGGAGGCAGCAGGAGGCGGGCTGGATTCCGCCCTCGGGGAGGGCCGGGGGTCC 120  
CCGCTCACCCTCCGTCGTCCTCCGCCCGACCTAAGGCGGGAGCCCCTCCCGGCCCCCAGG 
 
 
TGGGACCAGAGCCAGGCCTCCTGCCCTCGACGTCCTGCCGGTTGTGAGCCAGAGCCTCGG 180 
ACCCTGGTCTCGGTCCGGAGGACGGGAGCTGCAGGACGGCCAACACTCGGTCTCGGAGCC 
 
 
TACCCCCACCCCCTGCAACGGCCTGCTTCGTGGGATCTGAAGCTGGGCCGCCCCCTGGGC 240 
ATGGGGGTGGGGGACGTTGCCGGACGAAGCACCCTAGACTTCGACCCGGCGGGGGACCCG 
 
 
AGGGCAGGGATCGGTGAGGCAAGGAGCTGAGGAGCGCTGGCAGGTAAGGGGGAAGTCTGG 300 
TCCCGTCCCTAGCCACTCCGTTCCTCGACTCCTCGCGACCGTCCATTCCCCCTTCAGACC 
 
 
AGCCGGGTTGGAGGTGAGCGGGCGTTGAGGGGTGGGACAGAGGGAGTGGAGACGGGGCTG 360 
TCGGCCCAACCTCCACTCGCCCGCAACTCCCCACCCTGTCTCCCTCACCTCTGCCCCGAC 
 
 
GGGGCGAGCCAGTGAACTGGGGGTGGCACAGAGGAGGTGGGAGCAGAGATGGGGGTGATC 420  
CCCCGCTCGGTCACTTGACCCCCACCGTGTCTCCTCCACCCTCGTCTCTACCCCCACTAG 
 
 
CGGAAGCCTGGGGTGGGGGGTGAGTGGGTTCGGAGCTGAGGGTGAGCCAGTGAGCTGAGG 480 
GCCTTCGGACCCCACCCCCCACTCACCCAAGCCTCGACTCCCACTCGGTCACTCGACTCC 
 
 
GTGGCACAGAGGGCGTGGGGGCGGAACTGGGGGTGAGCCGGGAAGCTGGGGGTTGGCACA 540 
CACCGTGTCTCCCGCACCCCCGCCTTGACCCCCACTCGGCCCTTCGACCCCCAACCGTGT 
 
 
GAGGAGGTGGGGACAGAGATGCGGGTGAGCCGGGAAGCTGGGGTTCGGGGTGGCGCGGGT 600 
CTCCTCCACCCCTGTCTCTACGCCCACTCGGCCCTTCGACCCCAAGCCCCACCGCGCCCA 
 
 
GAGAGGGTTCGGAGCTAGGGGTGAGCCGGGAAGCTGGGAGGTGGTTCAGAGGAGGTGGGG 660 
CTCTCCCAAGCCTCGATCCCCACTCGGCCCTTCGACCCTCCACCAAGTCTCCTCCACCCC 
 
 
ACAGAGATGGGGGTGAACCGGGAAGCTGCGGGTCGCGGGGGGCTTAGTAGGTTCGGAGCT 720 
TGTCTCTACCCCCACTTGGCCCTTCGACGCCCAGCGCCCCCCGAATCATCCAAGCCTCGA 
 
 
AGGGAGTGGCACAGAAGGGTTCGTGACGGGGCTGGAGGTGAGTCGGGGGGTTAGAGGGTA 780 
TCCCTCACCGTGTCTTCCCAAGCACTGCCCCGACCTCCACTCAGCCCCCCAATCTCCCAT 
 
 
GTCACGCGGAGTTGGAGATGAATTAGGGCGCTGGAGGGGCGCGAGGGAGGAGGAGACCCG 840 
CAGTGCGCCTCAACCTCTACTTAATCCCGCGACCTCCCCGCGCTCCCTCCTCCTCTGGGC 
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Figure 26. Proposed FAM89A Promoter Sequence Analysis with transcription factor binding sites. Top 
strand (+), bottom strand (-). 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

GGTGGAGGCGAGCCCGGCTGCTGGACGCGGACGCCACCCGGACCCGGGGCCCGCGCAGGG 900 
CCACCTCCGCTCGGGCCGACGACCTGCGCCTGCGGTGGGCCTGGGCCCCGGGCGCGTCCC 
 
 
GCCTCGAGGAGAGGGGGCGGGGCCGGGGGGGCGTGGCGCGGGAGGGGAAGTGGGCGGGGC 960 
CGGAGCTCCTCTCCCCCGCCCCGGCCCCCCCGCACCGCGCCCTCCCCTTCACCCGCCCCG 
 
 
ACCGCCGGGAAGGGGGCGGGCCGGGGGAAAGCCTTGGTTCGCTGCAGCGGGGCAGGCGCG 1020 
TGGCGGCCCTTCCCCCGCCCGGCCCCCTTTCGGAACCAAGCGACGTCGCCCCGTCCGCGC 
 
 
TGGCCGGGCCGCGGCGCGATGAGTGGGGCCCGGGCGGCGCCCGGGGCCGCGGGCAACGGC 1080 
ACCGGCCCGGCGCCGCGCTACTCACCCCGGGCCCGCCGCGGGCCCCGGCGCCCGTTGCCG 
 
 
GCGGTCCGGGGGCTGCGGGTGGAC 1104 
CGCCAGGCCCCCGACGCCCACCTG 
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