Upstream In-frame

caaacttggttccagctgecgtgtggtgaaagcaactagaggcagag 46 stop codon
ctacaagggctgtgacaatgagcagtggtctgtctgcaatgagcatgtgectcaagataac 106 Kozak Sequence
atggataccatcttggtcttcagectaatcattgecatcecctatgatgceccaacaagaaagge 166 exl|ex2
M D T I L VvV F 8§ L I I A S Y D A N K K D20
D.U.F 4711
Begins
ctcagagatagcagttgccgactggaacagetgectgggatcttcccaaaagacgtgaga 226
L R D §S 88 ¢C R L E Q L P G I F P K D V R 40
agcatcagagaattgcaaatchagaaactcacacagaaaccaaaaggacaacattcatt 286  exz|ex3
S I R E L ¢ M ¢ E T H T E T K R T T F I 60
caaWatagctaccctgcagtgccttggctctgacagcaaagtaaaagtcaac 346 reien
r e
Q I A T L @Q C L G 8§ D S K V K V N 80 e R S
cttgtatatttggagagaaggccaaaggtcaagecatattttgaagaacctgagaatcatt 406
L v Y L E R R P K V K H I L K N L R I I 100
gctgctceccccgcagaaacagetctgectectcaagetgtcacctaatecccacateccaag 466 | predicted pre-
A A P R R*A S § S C H L I P T S K 120 | Phosphorylation
tttcagactggatctcttctaaaaggcaaadcttttttacca atctcacaatgtaaa 526  exi|exd
FQTGSLLKGKAFLP“14O N
Myristylation
gtcctgggggettcatcagagacttttecccaccactgecccttctataactectgggaat 586
v L. 6 A 5§ 8§ E T F P T T A P S I T P G N 160
aaagaaggagagaaaactacaagtaccglacacagatgagaacctagagaagagacagaaa 646  exd|exd
K E G E XK T T s T D T D E N L E K R Q K 180
tggagtattgtggtcaaaattctgattgctgtcaccctgttgetcagtggagttgecatt 706
W S I Vv V K 200 TM Region
atagtatttgtaatttttgaagtcccatgtectftatcaatgecctaggagecaggaagetg 766 exSlexé
VSNl = v P C P|v Q C L G AR K L 220
D.U.F 4711
Begins
tgccaatgceccagtggttgtggagatggcaaaagaagggaggcecagecacctgggacaget 826

cC ¢ C Q W L W R W Q K K G G Q P P G T A 240

gaatccaagcctgactctcagcecccagaaggttggacaagatgetgecaattecatcaaac

ESQPQKVGQDAA_N260

ccaaagaaagctgcagagatcactgttatccaccagacatacttctgaaaagttctgetce
P K K A A E I T V I BH @ T Y F *

tatctcaaagactgaatgatactacacagtcctctcectattaatatgggecacattettg
ccaatttcacacttgtatcttcagcagggacattacaatcaaacaccaattectggttaa
tgaagggagagtgtgggcttagcagagttaccctecatgeccctatectgagecacaaccett
ctgtaattcacttcatacatccatctaaatggatacctttccatcccctcaaacgagaac
aaaaagtattccctgcaagcactatgaatggaccttactactcectctttgacagaagacte
aaacacagcctctaagaaacaaggcagctgttagtgtgacatagettecagetectetgt
tatcttcacagctgacttcacactcactggecctcaatagettagagtgggactectgat
ctcecctggttgacgtttataaggttttgtaatttagettetggtactacatgtatectate
cacacactgctgaagggaacttgaccctacgecattccaaaagecttectcataagttate
cccaaggggttcagggactacagaccattagtacccaagtgaagtecttectgacgatecag
aattcctaaggtggctctgatattatatcatactttaatagagagttgecataccttttgg
acaaagattccagagcaaaataattatgataatgctgtttctcacaggagaatagetatg
agtcaaatctaacctgcttaaataagagtttggtgagaaagtgaaaccacctgatcttga
atcaatgttgaggtgaaaaaggaaatgtcaggagggataagacagggtgaggecctgett
cttttcctaagagtctgaaaccattccatttecattttggtgaaatgtgtetgtttcetaag
aaattctgttttcttagttctctggttaaaaaaaaaaatacataaactgtatecttettt
ctttcacttcaagtgctgtccaaaaagtgattatcaaaacaataccaacaggggaaaatc
tcaccctaaggctcgatttaatattcaagtccagectgaaagagaacacata
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