61

121
181
241

541

961

1021

1081

1141

1201

1261

1321

1381

1441

1501

1561

1621

1681

1741

NBEAL1l Conceptually Annotated Transcript

{ Comment [ER1]:

Ex1/2

M A ‘ S R E R L F E 3609 "{Comment[ERZ]:N—terminalacetylation }
aggaaa;ct\:aa\;gtgcc;gagtgla(taagcc;gagtggcazcc;gagag;gb)gtcgttgaa - { § [ERO1: Upstroamiin frame stop caden }
ctttggatgctttattgtacaaadgaaagatccagattacctgaagetgtggtitiggacact 420 { Comment [ER4]: G> CandR> T }
F v s s ¥ E Q F L D V D F E K L P T R V 49 '{Comment[ERS]:EZ/ex3 }
D DM PP G I SL L PDNTITILQV L R I 69 [Comment[ER6]=T9G,Leu9Trp }
gatgatatgcctccaggaatatcftctgettectgataatattctgecaggttctgaggate 540 ‘{C t [ER7]: Ex3/4 }

L L. g ¢C V. Q KM ADGULEEOQ QO QO A L 89 \
cagcttctacagtgtgttcagaaaatggcagatgggttagaggaacaacagkbagccttg 600 i[Commem{ERﬂ:G%l&Vah%He }
st . L. VX FF I ILCTZRINTULSNUVEE 109 - | Comment [ER9]: T, ser->Phe )
tcaattttgcttgtcaagttcttcattattctttgcagahatctatcaaatgtggaagaa 660 ) \“{Comment[ERIO]'CéT GIn=> nothing }
I G T C s ¥ I N Y VI T MTTTUL Y I Q Q 129 o
attgggacttgctcgtacattaattatgtcatcaccatgacaacactctatattcageaa | 720 { Comment [ER11]: Ex4/5 }
L XK s XK K KEZXEM®AaADUOQTT CTIETETFV 149 '{Comment[ERlZ]:Frameshift,goestoGln(Q) }
ttaaaaagcaaaaaaaaaga\g\aaggaaatggcagatcagacatgtattgaagaatttgtg 780 S X
I §E ALATFTCTETSTL Y DTPJYRNTMWTRH R 169 | Comment [ER13}: Ex5/6 )
atccacgcattggcattttgtgaaagcttatatgatccatatcggaattggagacataga 840 ‘| Comment [ER14]: Insertion of A, causes frameshift to Arg
I S G R I L S TV EZ KSR OQZK Y K P Aals) 189 (R)
atttcag\ga\cgaatccttagtactgtggaaaagagcagacagaaatataaaccagcttct 900 { Comment [ERI15]: Ex6/7 J
L T VvV E F V P F F ¥ 0 C F Q E S E H L K 209
ctcacagtggaattcgtccctttcttttat\ca\atgttttcaggaaagtgaacatctcaag 960 { Comment [ER16]: Ex7/8 }
E S L K ¢ ¢C L L HL F G A I VvV A G G QO R 229
gaaagtcttaaatgttgcttattgcatctctttggagccattgtagccgqtgggcaba\g,g,,,,,,;gzg ,,,,,,,,,,,,,,,,,,,,, { Comment [ER17]: Ex8/9 }
N A L O A I S P A TMEV L M R V L A 249
aatgctttgcaagcaatttctccagccactatggaagttcttatgcgagtattggcagat 1080
c b s wW ED G D P E E V G R KA E L T L 269
tgtgattcctgggaggatggagatcctgaagaagtgggtaggaaggcagaactaactctg 1140
K ¢ L T E V V HIUL L S S N S D QR Q V 289
aagtgccttacagaagtggtacatatccttctcagtagca\a)ctctgatcagcgtcaagtg 1200 { Comment [ER18]: A>G, Asn->Ser }
E T s T I L E N Y F K L L N s D H S A L 309
gaaaccagtactattctggagaactattttaaattgctaaattcagatcattcagecttta 1260
P N o RRIsJR g w ENRPF I ATLUGOQTITZ KM 329
cctaatcaaaggaggtccagacagtgggaaaactbatttattgctctacagatcaaaatg 1320 fo”{Cmnmem[ERlﬂ:C%T,Ng%noramgmwdcodon }
L N T I T A M L D T DR P V L Q0 A I F 349
ctgbakaccatcacagccatgttagattgtacagatagacctgttcttcaggccattttt 1380 M,Mw{comnmn”ERzm;EXw1o J
L N S N C F E H L I R L L Q N C K V F Q 369
cttaacagcaattgctttgaacatctcatacgactgctacagaactgcaaggtgtttcag 1440 { Comment [ER21]: Ex 11/12 }
G 9 L. D ¢CL ATI s TTI QATILTA AUV MN K 389
ggacaattggattgtttggccatatcaaccattcaggctttgaccgcagtaatgaacaaa 1500
S P A A K E V F K EUR I G Y T HMMTUL E V 409
tctccagctgctaa}gg\aagtatttaaagaaagaattggttatacacatatgcttgaagta 1560 { Comment [ER22]: Ex 12/13 }
L K s L G Q P P L E L L K E L M N M A V 429
ttaaaatccctgggtcagccaccactggaattacttaaagaacttajtgaatatlggetgta 1620 ‘{C ¢ [ER23]: Deletion of 13 bp, frameshift }
E 6 D H T s v 6 I L G I S N V 9 P L L L 449 .
gagggtgaccacacttcagttgggattttgggcattagtaatgtccaacctctcttgett 1680 {Cmnmem[ERZM:Ex1y14 }
L I ¢ w L P E L Q S H D L Q I F I S D W 469
cttatccagtggcttccagaactacaatcccatgacctgcaaatcttcatctctgattgg 1740
L K R I €C ¢ I N R Q S R T T C V N A N M 489
ctg\a\aaagaatttgttgtattaatagacagagtcgaactacttgtgtcaatgcaaacatg 1800 { Comment [ER25]: A>G, Lys>Glu




1801

1861

1921

1981

2041

2101

2161

2221

2281

2341

2401

2461

2521

2581

2641

2701

2761

2821

2881

2941

3001

3061

3121

3181

3241

3301

3361

3421

3481

G I R I I E T L D L H § S L H Q T C A E

509

—
-
(

gggattagaatcattgaaacccttigacttgcattcttccctccatcaaacttgtgectgag 1860
N L I A I H G S L G S Q@ S v s s E E I R 529
aacttgattgcaatccatggttccttggggagtcagtcagtgagckbagaagaaatccgt 1920
R L L R L L R V D E S E H P Y V T P 549
cgactactgagattgctgagagtggatgaatctga tgttcacccttatgtcactccc 1980
vV T R A I L T M A R K L Esj L E S A L Q Y 569
gtgactcgagcaatcctgacaatggcccgaaaactaadtctagagagtgecctechgtat 2040
F N L S H s M A 66 I § Vv P P I Q9 K W P G 589
ttcaatttgtcacatagtatggcaggaatttctgtgectcccatacagaaatggeccaggg 2100
S A F s F S A WV F CL D Q D Q L T L G I 609
tctgecttttectttcagtgettggttttgecttagaccaggatcagttgactecttggecatt 2160
A N K6 6 K REKo1L vYlslFFrTes e M e@ 629
gctaacaaaggagggaaaaggaaacaattgtacagtittttttacaggaagtggcatgggt 2220
F E A F I T H S G M L VvV V A V €C T K R E 649
tttgaagcctttattacccattcaggtatgttggtcgtggcagtgtgcacaaaaagagaa 2280
vy A T Vv ML P D H S F CD S L WHNTIT 669
tatgcaacggttatgcttcctgaccacagtttetgtgattececctetggcacaacataact 2340
vV VvV H M P G K R P F G Q0 S F V Y I Y D N 689
gttgtccacatgcctggaaaaaggccttttggtcagagcttegtctatatcitatgacaat 2400
G 0 0 K V. s A P L R F P A MNEZPF T S 709
ggacaacagaaggtttctgcccctctcagatttecctgecatgaatgaaccctttacttce 2460
c c 1 6 s a e o Rlr]r)r Pp P P s 01 P D 729
tgttgcattggttcagctgggcaaagaaccaccactcctccaccatcccaaatcccagat 2520
P P F s s P 1 T P HRTIs|JF 6 6 1 L s s 749
ccacctttctcttctcccattacccctcatcggacatcatttggtggaattctgtcatca 2580
A S W G GG T I E K S K L I T K L I S A G 769
gcctcctggggaggaacaattgaaaaatcaaaattgattaccaaattgatatcagectgga 2640
T 9 b S E W G C P T S L E G Q L G s V I 789
acccaagacagtgaatgggggtgtcccacatctctggagggtcagectaggatctgttate 2700
I F Y E P L Q P P Q V X A L Y L A G P N 809
atcttttatgaaccactacaacctcctcaggtgaaggcattatatttagcaggtccaaat 2760
c L s P W K CQ E s DM ADTULUP G N I L 829
tgtttaagcccttggaagtgtcaagagtctgacatggccgacctgectggtaacatcett 2820
L Yy Y T A XK A CK N s I C L DUIL S T N C 849
ctttactacacagcaaaggcctgcaaaaattcaatctgtcttgatttatctactaattgt 2880
L H G R L T G N K V V N WD I K D I I N 869
ttgcatggaagattaacaggaaacaaagtagtgaactgggacattaaggatatcataaac 2940
c I G G L N VL F P L L E Q I S H F S E 889
tgcataggtgggttaaatgtactctttcecctttattggaacaaatcagccactttagtgaa 3000
G 9 I P EETZKTNTEI(Is)r v P Es Vv TUPV E 909
ggacagattcctgaagaaaagaatgaaagcacagttcctgaatcagtaacacctgttgaa 3060
G D WL VW TS T KA S E S R L E R N L 929
ggagattggctcgtatggacttccacaaaggcctecagagtcaagactagagagaaaccta 3120
v A T F I L I V K HF I Q R H P I N Q G 949
gttgcaacatttatcttaattgtgaaacattttattcagagacatcctatcaaccaggge 3180
N L I H S H G V A T L G A L L Q K V P S 969
aatcttattcactcccatggagttgcaactcttggtgetttacttcagaaggitgccaage 3240
T L M DV N VL M AV QL L I E Q V S L 989
accttgatggatgttaatgtgttgatggcagttcagttactaattgaacaagtatcatta 3300
E K NM Q L L Q 0 MY Q Y L L F D F R I 1009
gagaaaaatatgcagctcctgcaacaaatgtatcaatatttactctttgactttecgtatt 3360
W N R G D F P F R I G H I Q ¥ L s T I I 1029
tggaaccgtggagattttcectttecgaatcggitcacatacagtatctttcaaccatcatt 3420
K D S R R V F R KK Y GV Q F L L DT L 1049
aaagacagcaggagagttttccgaaagaagtatggtgtgcagtttctcctagatacactt 3480
R I ¥ ¥ G N G C K Y NEUL s L D D I R T 1069
aggatttattatgggaatggttgtaaatataatgaactatctctagatgatattcgaaca 3540

[ Comment [ER26]:

G2T, Asp>Tyr

J

{ Comment [ER27]:

Leucine

Insertion of second T, frameshift to

|

{ Comment [ER28]:

A-G, GIn>Arg

{ Comment [ER29]:

Ex14/15

~| Comment [ER30]:

Ex15/16

~| Comment [ER31]:

Ex16/17

Serine

Insertion of additional TA, frameshift to

{

ol
{ Comment [ER32]:
[ Comment [ER33):

Deletion, causes frameshift to Pro (P)

)
|
|
]

~| Comment [ER34]:

Ex17/18

~| Comment [ER35]:

A > C, Asn>Thr

~| Comment [ER36]:

Ex18/19

~| Comment [ER37]:

Ex19/20

o J )

{ Comment [ER38]:

Ex20/21

{ Comment [ER39]:

Ex 21/22

[ comment [ER40]:

Ex 22/23

{ Comment [ER41]:

Ex 23/24




3541

3601

3661

3721

3781

3841

3901

3961

4021

4081

4141

4201

4261

4321

4381

4441

4501

4561

4621

4681

4741

4801

4861

4921

4981

5041

5101

5161

5221

I R T s L Y G L I K Y F L C K G G S H E

1089

ataaggacttctttgtatggactaattaaatattttctgtgcaaaggtggatctcatgaa 3600
E I 0 s I M G Y I A A T NEEE QL F G 1109
gagatacaaagtattatggggtbbatagctgctactaatgaagaagaacabckctttgga 3660
I L D V L F L L R T s P T R G Q L F L 1129
attttggacgtgctcttcagtctcctacgtaccagcccaaccagaggtcagcttttctta 3720
L L F E P G N A D I L Y A L L L N Q K Y 1149
ctgctttttgaaccaggaaatgctgacatactgtacgcattgctcttaaatcagaagtac 3780
s DR L R E I I F K I M E Q ML K C T N 1169
tctgacagactaagagaaatcatttttaagbtkatggaacaaatgttgaaatgcacgaac 3840
vV ¥ E R S K Q H I R L R E V G Y S G L G 1189
gtttatgagcgtagtaaacaacatattcgactcagagaagttggctactcgggactggga 3900
L L L N E A L V N T s L I K N L T H Q I 1209
ctccttcttaatgaagcacttgttaatacttctcttattaaaaacctcacccatcaaate 3960
I N T D P V I N F K D L L S V V Y I S H 1229
ataaatacabakcctgttattaatttcaaagatctactatctgtggtatatatatctcac 4020
R A H I NV R VA TICIRI KV L QQ I L Q F 1249
agagcacatataaatgttagagtggccatctgcagaaaggittttgcaaattttgcagttc 4080
Q P DA A H QI S Q Q VG W Q D T L V R 1269
cagccagatgcagcacatcaaatatcacagcaagtgggttggcaagacaccttagttagg 4140
L F L K A K F E N G N T L H K H S R A V 1289
ctttttttaaaagcaaaatttgaaaacggaaatactcttcataagcacagtagagctgtt 4200
L M K D N D K N M(s|T)E p T XKk K N S D E 1309
ttaatgaaagacaatgataaaaatatgtcaactgaagataccaagaagaactctgatgaa 4260
K T b E E K I T s F A S A N V S s D QO W 1329
aaaacagatgaggaaaaaatcacctcttttgcctcagctaatgtgtcttcggatcagtgg 4320
s L E DR H S L D S N TP L F P E D S S 1349
agtttggaggatagacactctttagactcaaacacaccattatttccagaagatagctct 4380
VvV G E L s F K S E N Q E E F W H S N P S 1369
gtgggagaattgtctttcaaatcagagaatcbabaggaattctggcatagtaacccttca 4440
H L s L DL s G I DS CEM S D s G S 0Q 1389
catttgagtttagacctcagtggaattgactcatgtgaaatgagtgatagtggaagtcaa 4500
v PDsL®PS ST TTPIls)lp vESTEKSTFSsSV 1409
gtgccagacagtctgcctagcacaccatccccagtagagtctactaaatecgttttectgtg 4560
H S DRE S sls)t T xn oM ¢ Fls)o pF s 1 1429
cactctgacagagaaagcagcatcacaaatgatatgggctttagtgatgacttctcttta 4620
L E S Q E R C E E E L L Q9 L L T H I L N 1449
cttgaaagccaagaba@atgtgaggaggagcttcttcaattactgacacatattttgaat 4680
Yy vM C K G L E K s DD DT W I E R G OQ 1469
tatgtaatgtgtaagggactagaaaagtctgatgatgatacttggattgaacgaggacaa 4740
vV F s A L S K pPp G I s S E L L R P s D E 1489
gtgttttcagcactaagtaaaccaggaatatccagtgaactactthbaccatcagatgaa 4800
I K L T L L Q K ML E WA ATI s E N R E A 1509
ataaaactaalctittgctacaaaagatgttagaatgggcaatctcagaaaacagagaagca 4860
K T N P V T A E NAF R L V L I I Q D F 1529
aaaactaatccagtaactgctgaaaacgccttccgactagtgectgatcatacaggacttt 4920
L 0 S E G L V. N S NMWTE KL L E D M 1549
cttcagtcagagggactagttaattcaaacatgtggaccgagaagktkttagaggatatg 4980
M L L F D C L s V C Y S E P V W V K L 1569
atgctgctctttgactgtctgtcagtctgctattctgaaagtccagtatgggtaaaactc 5040
s ¢ I 9 I QL L L G F I GR G NTL Q V C 1589
tctcaaattcagatccagttgcttctaggattcattggaaggggtaatttgcaggtittgt 5100
A M A s A K L NT L L Q@ T K V I E N Q D 1609
gcaatggcatcagctaagctaaatacccttcttcagaccaaagtgattgaaaatcaggat 5160
E A C Y I L G K L E H V L 8 Q s I K E Q 1629
gaagcatgttacattttagggaagctggaacatgttctaagtcaatcaatcaaggaacag 5220
T E I ¥ s F L I P L V R T L V S K I Y E 1649
actgaaatctactcatttctgattcceccttgttegtaccectggtttccaaaatttatgag 5280

{c ¢ [ER42]:

A->G, Tyr>Cys

{ Comment [ER43]:

Ex 24/25

~{ Comment [ER44]:

Ex 25/26

{ Comment [ER45]:

Ex 26/27

{ Comment [ER46]:

Ex 27/28

{ Comment [ER47]:

Deletion, frameshift to Arg (R)

[ comment [ER48):

Ex 28/29

{ Comment [ER49]:

C->T, Arg>nothing

{ Comment [ERS50]:

Ex 29/30

{ Comment [ER51]:

Ex 30/31

{ Comment [ER52]:

Ex 31/32




5281

5341

5401

5461

5521

5581

5641

5701

5761

5821

5881

5941

6001

6061

6121

6181

6241

6301

6361

6421

6481

6541

6601

6661

6721

6781

6841

6901

6961

L L F M NL HUL P S L P F T NG S S S F

{ Comment [ERS3]:

Ex 32/33 }

-1C t [ER54]:

cttctcttcatgaacttgcacctaccttctttaccttttaccaatggtagectcctcattt 5340

F E D F 9 E ¥ C N S N E W Q V ¥ I E K Y 1689
tttgaagattttcaagaatattgtaattcaaatgaatggcaagtttacattgaaaaatat| 5400
I v P Y M K Q ¥ E A H TV F Y D G H E N M 1709
attgtaccttatatgaagcagtatgaagctcatacattttacgatggtcatgagaacatg 5460

A L Y W K D C Y E A L M V NMHK R D R 1729
gcactttattggaaggattgtitihitgaagectttaatggtaaatatgcataaacgagaccgg 5520

E G G E s KL K F 0 EL F V E P F N R K 1749
gaaggaggggaaagicaagctcaaatttcaggagctgtttgtggageccatttaatcgaaaa 5580

A R Q E N L R ¥ N N ML K Q L S S Q QO L 1769
gcacgccaagagaacctgaggtataataatatgcttaaacaacttagcagtcaacagtta 5640

A T L R R W K A I 9 L Y L T C E R G P W 1789
gccactcttagacgctggaaagcaatacagctctatcttacatgtgaaaggggaccttgg 5700

A K R K Q N P I H W KL ANV E N Y S R 1809
gctaaaaggaaacagaatccaattcactggaagctagctaatgtagagaattattcccge 5760

M R L K L VvV P N Y N F K T H E E A S A L 1829
atgagacttaagctggtaccgaattataatttcaaaacccatgaggaagctagtgccttg 5820

R D NL G I Q H S Q P s S D T UL L L E V 1849
agagataatctgggtatccaacactcacagccttccagtgatacattgecttttggaagta 5880

vV K Q v K v s b M VvV E DKL DUL P E E D 1869
gtgaaacaagtaaaagttagtgatatggtggaggataaattagaccttcctgaagaggat 5940

I T A R V NV D E K E E Q D Q K E K L V 1889
ataacagctagagtaaatgfttigatgagaaagaagaacaggatcaaaaagaaaaattggta 6000

L M E D CE L I T TI I DV I P G R L E I 1909
ttgatggalagactgtgaactcattacaataattgatgtaattcctggcagattagaaatc 6060

T T Q H I Y F Y D G S I E K E D G V G F 1929
actactcaacacatttacttctatgatggcagcattgaaaaagaagatggagtaggecttt 6120

D F K W P H S Q I R E I HL R R Y N L R 1949
gatttcaagtggcctcattctcaaattcgagagattcatctccggegttacaatttaaga 6180

R s A L E I F H V D Q S N Y F L N F K K 1969
agatcagcccttgagatttttcatgttgaccaatccaactactttctcaatttcaaaaaa 6240

E vV R N K I ¥ S R L L S L H S P N s Y Y 1989
gajggttagaaacaaaatatatagccgactgttgtcacttcattccccaaatagttattat 6300

G S R S P Q E L F KA S G L T Q K W V N 2009
ggaagcagatcaccacaggagttattcaaagcatcaggattgacacagaaatgggtaaac 6360

R E I s N F D ¥ L I 9 I N T M A G R T Y 2029
agagagatatcaaattttgactacctcattcaaataaatacaatggcaggacgaacctat 6420

N D L A Q Y P V F P W I L Q D ¥ T s E E 2049
aatgaccttgcacagtatcctgtigtittccctggattttacaagattatacttcggaagag 6480

L DL NN PAV F R DUL S K P I G V V N
ttggaccttaataaccctgctgtatttcgagatctttccaaaccaattggggtagttaat
E K NA KAMZ® REI K Y ENTFEDUPMG T
gaaaaaaacgccaaagctatgagagaaaaaltatgaaaattttgaggatcctatgggaact

I b K F H ¥ G T H Y S NS A G V M H Y L
attgataagtttcactatggtactcactattcaaattctgcgggggtcatgcactatctce
I R V E P F T T L H I Q L Q S G R F D C
attcgtgtagaaccgttcaccaccctccacatccaacttcagagtggaabgkttgactgt

A DR QF H S I P ATWOQATLMT DNUP Y
gcagatcgacagttccattctattcctgctacctggcaagctcttatggataatccatat
DV K EL I P EF F Y F P EVFULENQN
gatgttaaagaacttattcctgaattcttctatttcccagagtttttggaaaatcaaaat
Q F N L G RL QI s K ETUILVNDV [ L P
lcalatttaacttgggtcgtctacagatttccaaagaattagtaaatgatgtcattetceceg

Insertion of A, frameshift

G2A, Arg > GIn

| Comment [ER56]:

Insertion of A, causes frameshift

{

| Comment [ERS5):
|
{

‘| Comment [ER57]:

(D D N

Ex 33/34

{ Comment [ER58]: Ex 34/35 }
{ Comment [ER59]: Ex 35/36 }
{ Comment [ER60]: Ex 36/37 }
{ Comment [ER61]: Ex 37/38 }
{ Comment [ER62]: Ex 38/39 }
{ Comment [ER63]: Ex 39/40 }
{ Comment [ER64]: Ex 40/41 }
{ Comment [ER65]: Ex 41/42 }
{ Comment [ER66]: Ex 42/43 }

{ Comment [ER67]:

ILPK — vacuolar-targeting peptide motif }

K WA K S A E D F I ¥ K HR K AL E S E
aaatgggctaaatcagctgaagatttcatctataaacataggaaagctttbgbgtctgaa

Yy Vv S A H L HEWTIDTULTIF G Y K Q R G
tatgtttcagctcatcttcatgaatggatagatctgatctttggctataaacagagggga

e t [ER68]:

Ex43/44 )

[ comment [ER69):

Ex 44/45 }




7021
7081
7141
7201
7261
7321
7381
7441
7501
7561
7621
7681
7741
7801
7861
7921
7981
8041
8101
8161
8221
8281
8341
8401
8461
8521
8581
8641
8701
8761
8821
8881

8941
9001

[ Comment [ER70]:
{ Comment [ER71]:

~{ Comment [ER72):

[ comment [ER73):

{ Comment [ER74]:

{ Comment [ERT5]:
{ Comment [ERT6]:
[ comment [ER77):

{ Comment [ERTS]:

{ Comment [ER79]:

Ex 45/46

Ex 46/47

Ex 47/48

Ex 48/49

Ex 49/50

Ex 50/51

Ex 51/52

Ex 52/53

Ex 53/54

Ex 54/55

~{ Comment [ER80):

Ex 55/56

(r)o Sk *
actcaagattccaagtga

P A AV EAL NV F Y Y C S Y E G A V D 2249
ccagctgcagtagaggcactcaacgttttctattattgtagttatgaﬂgdagctgtggat 7080
L DAL TDEI K EIRI KA ATLEGMMTINNF 2269
ctggatgccttaacagatgagaaagaaagaaaagccttagaagggatgattaataatttt 7140
G ¢ T P C Q L L K E P H P P R L S A E E 2289
gggcaaacaccctgtcaattattaaabgbaccacaccctccaagattatcagcagaagaa 7200
AV Q K p T K I DT s TUL N L F Q H L P 2309
gcagtgcagaagccaaccaaaatagacacttcaaccctaaacctgtttcaacaccttcct 7260
E L K s F F I E G I s D G I P L L K A T 2329
gaactcaagtcattttttatagabgbgattagtgatggtattccactattaaaggccacc 7320
I P K N Q ¥ R S FM S Q G s P E L L I T 2349
atccccaaaaatcagtatcgttcttttatgtctcaaggcagccctgagttactbakaaca 7380
I S M N Y VI GTHGTWTL®PYDURN I[s] 2369
ataagcatgaattatgttattggaacccatggatggttgccttatgacagaaacatttct 7440
N Y F T F I K D Q T VvV T N P K T Q R § I 2389
aattactttacattcatcaaggatcaaactgtgababatccaaaaactcagcgcagtata 7500
N G S F A P GUL E I TS KL F V V s H D 2409
aatggttcttttgctceccgggctagagatcacttctaagectatttgtagtatcacatgat 7560
A K L L F S A G Y W DN S I Q VM s L T 2429
gcaaagttgctcttcagtgctggatactgggataatagcattcaagtgatgtcacttaca 7620
K 6 K I I s H I I R H M D I V T C L A T 2449
aaaggcaaaattatctcacacatcatccggcatatggbtbttgtgacttgcttagctaca 7680
DY ¢ G T H L I s G S R D T T CMTIWQ 2469
gattactgtggaatacatttgatttctggttccagagatactacatgtatgatatggcaa 7740
I T ¢ 9 G G VvV PV G L A S K P F Q I L Y 2489
ataacacaacabg@aggtgttcctgtgggcttagcatctaaaccttttcagattctttat 7800
G H T N E VL § V G I 8§ T E L D M A V S 2509
ggacacaccaacgaggtactgagtgtcggcatcagcactgagctagacatggcagtgtca 7860
G S R D G TV I I HT I Q K G Q ¥Y M R T 2529
ggatcaagbgbtggaacggtgattatacataccattcagaaaggtcagtacatgaggact 7920
L R P P C E S s L F L T I P N L A I S W 2549
ttacgaccaccttgtgagagttctctgttcctgaccattcctaatttggectatatecttgg 7980
E G H I VvV Vv Y s s T EE K T T L K D K N 2569
gaaggacatattgttgtctactccagcactgaagaaaagaccaccctcaabgbtaagaat 8040
A L H L F S I N G K Y L G s Q@ I L K E Q 2589
gcattacatctgttttctataaatggcaagtatctagggtctcaaatcctgaaggaacaa 8100
v s D I C I I G E H I V T G S I Q9 G F L 2609
gtatcagatatatgtataatcggagaacacattgtcacaggcagcatacaaggattcctg 8160
s I R DL H S L NL S I N P L A M R L P 2629
tctataagagatctccacabcktgaatctcagcatcaacccattagccatgcgactgcct 8220
I #H ¢C v C Vv T K E Y S H I L VvV G L E D G 2649
atccattgtgtttgtgtcaccaaagaatacagccatattcttgtaggtttagaagatgge 8280
K L I v v G VvV 6 K P A EMU RS G QL S R 2669
aaattgattgtagtgggtgttggcaagcctgctgadaﬂgcgttcaggtcagctttctcga 8340
K F W G S S KRUIL S QI SAGETE [ [N 2689
aaattttggggatcgagcaagcggctcagccagatttcagectggagaaactgaatataat 8400
2694
8460
8520
8580
8640
8700
8760
8820
8880
8940
9000

lagttactgaaatctattactgtcctthataaapattgagtagaaaaaagtggaactag

9058

{ Comment [ER82]:

1c t [ER81]:

Predicted Sulfated Tyrosine

Polyadenylation signal

{ Comment [ER83]:

3’ UTR




Key to colors and analyzing:

Red *: Stop codon

Letterletter Intron sites, first letter is ending of one exon, second is
beginning of another exon.

Blue M: Methionine

Bolded Letters: the different domains within the gene

Bold red letters: DUF4704

Bold italicized letters: DUF4804

Bold black letters: PH_BEACH domain

Bold italicized letters: BEACH domain

Bold underlined letters: WD40

Bold orange letters — Phosphorylated Tyrosine, Serine or threonine (NetPhos)
( xd - Phosphorylated residue per GPS




