
CONCEPTUAL TRANSLATION 
                                                               a 1	
    tttttcaggtgaggaaacagaggctctgggagctctcgcctgaagccactcgctgtccgc 61 
    cgggccggtggcgttcaccccgcaccgcgctgccccgcccggggcactatggcctggggc 121 
    tggactatgccctccccacctcagccggcgccccccacccacgcgcgctgagggtgcggt 181 
    gagctgagtgcggggccaagcatgttctggcgtcgacttcgcccaggggcccaggacctg 241 
     E  L  S  A  G  P  S  M  F  W  R  R  L  R  P  G  A  Q  D  L    13 
 
    gcgcccaaggggctccctggcgacggagacttccgacgcagcagcgacccgcggctgccc 300 
     A  P  K  G  L  P  G  D  G  D  F  R  R  S  S  D  P  R  L  P    33 
 
    aagctgaccccgcccgcgctccgagcggctctgggcgcgcggggctccggggactggagg 361 
     K  L  T  P  P  A  L  R  A  A  L  G  A  R  G  S  G  D  W  R    53 
 
    atcccggggggcggcgccgcgtggtggccggaaggggacgccaagcccggggtgggcgtc 421 
     I  P  G  G  G  A  A  W  W  P  E  G  D  A  K  P  G  V  G  V    73 
 
    ggacgcctcccgccgcgcctgcccgccttgctcaccgcgacccggcgggccgtgcggaag 481 
     G  R  L  P  P  R  L  P  A  L  L  T  A  T  R  R  A  V  R  K    93 
 
    cgggggctgctgcggtccctgctgccgcctcccctgctgtcggccggcgcgtcccgggaa 541 
     R  G  L  L  R  S  L  L  P  P  P  L  L  S  A  G  A  S  R  E    113 
 
    tcggcgcccaggcagccagggcctggagagcgcgagcgcccccggaggcgcgtggccagg 601 
     S  A  P  R  Q  P  G  P  G  E  R  E  R  P  R  R  R  V  A  R    133 
 
    gaggaccccgacttcttgggcgccttcctaggagagctcctccccagcaggttccgtgag 661 
     E  D  P  D  F  L  G  A  F  L  G  E  L  L  P  S  R  F  R  E    153 
 
    ttcctgcaccagctccaggagaagtgcgccgaggagccggagccactgacatccccagca 721 
     F  L  H  Q  L  Q  E  K  C  A  E  E  P  E  P  L  T  S  P  A    173 
 
    ccgcaacatcaaaggggtgtattagagcactgcccagggtctccgcggtgtcccaactgt 781 
     P  Q  H  Q  R  G  V  L  E  H  C  P  G  S  P  R  C  P  N  C    193 
 
    tcattcctcccagacctgtggggccagtcatcgcacctccaggatagtcttacgaagatt 841 
     S  F  L  P  D  L  W  G  Q  S  S  H  L  Q  D  S  L  T  K  I    213 
 
    tcgctccagcagacacctattctggggcccctgaagggtgatcactcacaattcaccact 901 
     S  L  Q  Q  T  P  I  L  G  P  L  K  G  D  H  S  Q  F  T  T    233 
 
    gtcagaaaggccaaccacaggccccacggtgcacaggtccccaggctcaaggctgcgctg 961 
     V  R  K  A  N  H  R  P  H  G  A  Q  V  P  R  L  K  A  A  L    253 
 
    acccacaacccctcgggggaaggctctaggccctgcaggcagcgttgccctttccgggtg 1021 
     T  H  N  P  S  G  E  G  S  R  P  C  R  Q  R  C  P  F  R  V    273 
 
    cgattcgctgacgagaccctgcaggacacaacgctccgctactgggagcgcagacgctca 1081 
     R  F  A  D  E  T  L  Q  D  T  T  L  R  Y  W  E  R  R  R  S    293 
 
    gtccaacagagcgtcattgtgaaccagaaggccgccctgccagtggcgtccgagcgggtg 1141 
     V  Q  Q  S  V  I  V  N  Q  K  A  A  L  P  V  A  S  E  R  V    313 
 
    tttgggagtgtcggaaaacggctggagagtttgcccaaagccctgtaccctggggccaag 1201 
     F  G  S  V  G  K  R  L  E  S  L  P  K  A  L  Y  P  G  A  K    333
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    gaggagaccctggccagctcctcgtgttgggactgcgctggcctgtccacccagaagaca 1261 
     E  E  T  L  A  S  S  S  C  W  D  C  A  G  L  S  T  Q  K  T    353 
 
    cagggctacctttctgaggacacctccatgaacagcagcctgcccttctgttcatggaag 1321 
     Q  G  Y  L  S  E  D  T  S  M  N  S  S  L  P  F  C  S  W  K    373 
 
    aaggccgctgctcagaggccgcgaagcagcctccgagccttcttggacccgcacagaaac 1381 
     K  A  A  A  Q  R  P  R  S  S  L  R  A  F  L  D  P  H  R  N    393 
 
    ctggagcaggagtccctcctgcccaaccgggtgctgcagtcggtcctgaagcaaggctgc 1441 
     L  E  Q  E  S  L  L  P  N  R  V  L  Q  S  V  L  K  Q  G  C    413 
 
    cctaaggggtaccatctcctcctggcctccgcaacactgcagccagataagaggtgaaca 1501 
     P  K  G  Y  H  L  L  L  A  S  A  T  L  Q  P  D  K  R  *  T    431 
 
    ctcgcgaacccaaggccaggggcacacatgggccaggcaatgaggagcgtccttccttgc 1561 
     L  A  K  P  R  P  G  A 

 
    cccacaaataaaggcacatcccaggtggctgggacctgccagtaggtgtcacaccacaaa 1621 
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