aggacgcgcggtgggtagggtgcagggcggccggcgcagccgaggccgcgtgeggaggeg
gacgccgcgcccagccagtgcccacagcagcgcggtcageccaggecgecggacccagcette
agagctgctgaaatcttggagggaagaaaacacatcccaccctgcctccgggaaggggcece
tctcctggacatgtctcctgcagectgectgectgageccagatggggaccagcaggacagaca
Ac-\ S P A A A A E P D G D Q Q D R H
in

cgtcagcaaactcatcttctgcttctttgtecttcggegeccgtettgttgtgtgtgggagt
v s K L I F C F F v F G A VvV L L ¢ V G V

cctgctctccatctttgggttccaggcatggccaatataagecccctecccagactggecccat
L L sSs I F G F Q A <ﬁ5 Q Y K P L P D (ﬁi P M

out

ggtgctcaaggtggcggggcctgcatgtgececgtggttgggettggggectgtgatcectgge
v L K v A GG P A CAV V GL G A V I L A

ccgctceccgggecgcaacttcageteccgtgcagggectgcagagaggtcagcagatggaccece
R S R A QL Q L RAGTILOQT RGO QOQMD P
in

cgaccgagccttcatctgtggagagagccgeccagtttgeccagtgecttatectttgggtt
p R AF @B cc E s R o F Al cL I F G F

tctgttcttgacaagcggcatgctcatcagegtectgggcatttgggtececctggatgtgg
LFLTSQMEISVLQIWVPGG

ctccaactgggcgcaggaaccgctaaacgagacagacaetggcgactcagagececcggat
S N W A Q E P L T G D S E P R M

gtgtgggttcetttctctgcagatcatggggececcttgattgtgettgtgggattgtgttt
‘E' F L s L. ¢ I M 6 P L I V L VGG L C F

cttcgtggttgcccatgttaagaagagaaacacgctgaatgctggccaggatgectetga
F v v A HV K K R N T L N A G Q D A § E

gagagaagagggacagatccagattatggagcctgtccaggtcactgtaggtgacteggt
R E E G 9 I o I M E P V Q VvV T VvV G D s V

aataatatttccaccccctccaccaccttactttecctgaatcttcagettetgeggtege
1 1 F BEEENEEY Y F P E S S A S AV A
proline multiplet

tgagagtcctggaactaacagtctgcttccgaatgaaaaccccecttcatattacagtat
E 8§ P GT DN S L L PNTEINTU PTPS Y VY S I
in

tttcaactatggcaggaccccaacttcagagggtgcagecctctgaaagagactgtgaatce
F N Y G R T©PfE B E e A A 8§ ERDCE S

tatatataccatttctgggacgaattcatcttctgaggecctcacacactccacatecttec
I ¥ T I S8 G T N § I S E A § H T P H L P

atctgaattgcctcctagatatgaagaaaaagaaaatgctgcagctacattcettgectcet
s E L P P R Y E E K E N A A A T F L P L

atcttctgagccttccccaccgtaaactatggactctagttcagttttatatgcaatgga
S E P S P P *

tcactattttatttaattttttttaaataaaaaatacaatagca
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