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Structural MRI
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T1 — global volumes

T1 — sub—cortical volumes

T1 — sub—cortical volumes L+R

T1 — Cortex ROls

T2 FLAIR - White matter hyperintensities
SWI T2* sub—cortical

SWI T2* sub—cortical L+R

FreeSurfer — volumes

FreeSurfer — cortical areas

FreeSurfer — cortical thicknesses
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Structural connectivity (Diffusion MRI)
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FA (Fractional anisotropy)

MD (mean diffusivity)

MO (tensor mode)

L1 (Eigenvalue 1)

L2 (Eigenvalue 2)

L3 (Eigenvalue 3)

ICVF (intra— cellular volume fraction)
OD (orientation dispersion index)
ISOVF (isotropic volume fraction)

© ®@0 @0 0 0 @ ® TBSS
O @ @ @ ® 0 O O @ Probtrack

FA MD MO L1 L2 L3 ICVF

functional MRI
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task fMRI

resting fMRI — parcellation25 amplitudes
resting fMRI — parcellation100 amplitudes
resting fMRI — parcellation25 edges
resting fMRI - parcellation100 edges
resting fMRI - ICA features
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