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ccggaagccggagagctggagctt tga agccaccccggtcaa agg atg ct gagtccggag   60 upstream stop 
                                              M   L  S  P  E    5 
 

cgcctagccctaccggactacgagtatctg gc tcagcgacatgtcctcacctacatggag  120 
ex1 ex2 

 R  L  A  L  P  D  Y  E  Y  L  A  Q  R  H  V  L  T  Y  M   E    25  
 

gatgcagtgtgccagctgctagaaaacagggaagatattagccaatatggaattgccagg  180 

 D  A  V  C  Q  L   L  E  N  R  E  D  I  S  Q  Y  G  I  A  R    45 
 

ttcttcactgaat at tttaacagt gtatgccagg gaacacacattctctttcgagaattc  240 ex2 ex3 

 F  F  T   E  Y  F  N  S  V   C  Q  G  T  H  I  L  F  R  E  F    65 
phosphorylation 

                                                                                           Frameshift 
V2E 

 Frameshift  agcttcgtccaagccaccccc c acaa t agggtatcatttttacgggccttctggagatgc  300 
  H2P        S   F  V  Q  A  T  P  H   N  R  V  S  F  L  R  A  F  W  R  C    85 
phosphorylation 

                                                                                           Frameshift 
N2K 

ttccgaactgtgggcaaaaatggc ga tttgctgaccatgaaagaatatcactgtttgctg  360 ex3 ex4 

 F  R  T  V  G  K  N  G  D  L  L  T  M  K  E  Y  H  C  L  L   105 
 

caattactgtgtcctgatttcccgctggagctcactcagaaagcagcca gg attgtgctc  420  ex4 ex5 

 Q  L  L  C  P  D  F  P  L  E  L  T  Q  K   A  A  R  I  V  L   125 sumoylation 
 

atggacgatgccatggactgcttgatgtctttttcagatttcctctttgccttccagatc  480 

 M  D  D  A  M  D  C  L   M  S  F  S  D  F  L  F  A  F  Q  I   145  
 

Frameshift   cagttttactactca ga at t cctggacagtgtggctgccatctatgaggacctgctg t ca  540 ex5 ex6 

F2R           Q  F  Y  Y  S  E  F   L  D  S  V  A  A  I  Y  E  D  L  L  S    165 Frameshift 
S2V 

 

ggcaagaaccccaacacagtgattgtgcc gacgtcgtccagtgggc agcaccgccaacga  600 
 G  K  N  P  N  T  V  I  V  P  T  S  S  S  G  Q  H  R  Q  R   185 Frameshift 
P2A 

 

cctgccttgggcggggccggcacgctggagggcgtggaggcgtcgctgttctaccagtgt  660 

 P  A  L  G  G  A  G  T  L  E  G  V  E  A  S  L  F  Y  Q  C   205 

 

ctggaaaacctgtgtgatcggcacaagtaca gc tgcccaccc c cagcacttgtcaaagag  720 ex6 ex7 



 L  E  N  L  C  D  R  H  K  Y  S  C  P  P  P   A  L  V  K  E   225 Frameshift 
P2Q 

 

gccctcagcaatgttcagagactgaccttctatggattcctcatggctctct ca aagcac  780 
 A  L  S  N  V  Q  R  L  T  F  Y  G  F  L  M  A  L  S   K  H   245 Frameshift 
S2K 

 

cgtggaatcaaccaagccctc gg agctttgcctgacaagggggatctgatgcacgaccca  840 ex7 ex8 

 R  G  I  N  Q  A  L   G  A  L  P  D  K  G  D  L  M  H  D  P   265 Frameshift 
L2K 

 

Frameshift   gcaatgg atga agagctgga a cggc tg cttcttcccttcttcaggctggcccaggtccca  900 ex8 ex9 

D2K           A  M  D   E  E  L  E   R  L  L  L  P  F  F  R  L  A  Q  V  P   285 Frameshift 
E2N 

 

ggcctggtcaactcggtcacagccagtccagaggccagttgcctgccttcccggacccct  960 

 G  L  V  N  S  V  T  A  S  P  E  A  S  C  L  P  S  R  T  P   305 

 

ccccgggttggctctccctggagacctctccatcattcccgaaaagtggatggagagagt  1020 

 P  R  V  G  S   P  W  R  P  L  H  H  S   R  K   V  D  G  E  S    325 
phosphorylation 

                                                                                           sumoylation 

gatggctccactgaagagacagacgagtcggagact tga ggagtccaaag gg tcctgccc  1080  g2t,g2a 
 D  G  S  T  E  E  T  D  E  S  E  T  *                          337 
 

ac a gcgccctgtacctgctcccaccca g cccttggtgtgccc a cccagcctcctctccag  1140 a2t,g2a,a2g 
cacctt g ctgtgctgccctctgctgctgacaaggtgaataacagccccaagaccagccag  1200 g2a 
aggggctctgatgatcagcccagccagtggccccggaaggtgaatggcctgctctccctg  1260 

gccctatcagcctgtgaacttcacttaggccccaagctgacagactgtgctgaggccacc  1320 

ttgtcacgccgtagcctgttagtcctcctaacctcttaagagcagtctcttctgagccag  1380 

cctctgcgggtcccccaataaggttcatctcctcacagcaactccattaagggggagaac  1440 

ccgaatagccacgcagggccttgcaccatcaagggtgacacctgcgacgcaagtaccagg  1500 

aggacataaccgctgtggcctgttggagaacagccagtagccttggtaatatgaagggtg  1560 

ggccagaagatgatttcacttgcaaaaactgcttcaagtcttgacccctttgtgtctaat  1620 

agctaaacaaacatgtgaaacg aataaa aagtccctcatgtctggta a               1668 polyA signal 
 

 


