Hsa Cllorf49 Conceptual Translation
XM_006718315.2

cCcggaagccggagagctggagctttgaagccaccccggtcaaaggatgctgagtceccggag 60 upstream stop
M L S P E 5

cgcctagccctaccggactacgagtatctggctcagecgacatgtectcacctacatggag 120

exlllex2

R L. AL P DY E Y L A Q R H V L T ¥ M E 25

gatgcagtgtgccagctgctagaaaacagggaagatattagccaatatggaattgccagg 180
D AV C Q L L E N R E D I S Q Y G I A R 45

ttcttcactgaatattttaacagtgtatgccagggaacacacattctctttcgagaattec 240 ex2iex3

F F T E Y F N § Vv ¢C 9 6 T H I L F R E F 65
phosphorylation
Frameshift
V2E

Frameshift agcttcgtccaagccaccccccacaatagggtatcatttttacgggeccttctggagatge 300

H2P s F V O A T P H N R V S F L R A F W R C 85

phosphorylation
Frameshift
N2K

ttccgaactgtgggcaaaaatggcgatttgctgaccatgaaagaatatcactgtttgcectg 360 ex3ilex4
F R T V G K N G D L L T M K E Y H C L L 105

caattactgtgtcctgatttcccgctggagectcactcagaaagcageccaggattgtgete 420 exdllexs
Q L L ¢ P D F P L E L T Q A A R I V L 125

atggacgatgccatggactgcttgatgtctttttcagatttcctectttgecttccagate 480
M D D A M D C L M S F S D F L F A F Q I 145

Frameshift cagttttactactcagaattcctggacagtgtggctgccatctatgaggacctgectgtca 540 exSiexs
F2R Q F Yy ¥ s E F L D S V A A I Y E D L L S 165 rrameshift

ggcaagaaccccaacacagtgattgtgccgacgtcgtccagtgggcagcaccgeccaacga 600

G K N p N T V I VvV P T S S S G Q H R O R 185 Frameshift
P2A

cctgccttgggcggggccggcacgctggagggecgtggaggegtecgetgttctaccagtgt 660
Pp A L G G A G T L E G V E A S L F Y Q C 205

ctggaaaacctgtgtgatcggcacaagtacagctgcccacccccagcacttgtcaaagag 720 ex6llex?



L E N L ¢ b R HK Y s C P P P A L V K E 225 Frameshift
P2Q

gccctcagcaatgttcagagactgaccttctatggattcctcatggctctctcaaagecac 780

AL S NV 0 R L T F Y G F L M A L S K H 245 rFrameshift
S2K

cgtggaatcaaccaagccctcggagectttgectgacaagggggatctgatgcacgaccca 840 ex7llexs

R 6 I N Q A L G A L P D K G D L M H D P 265 rFrameshift
L2K

Frameshift gcaatggatgaagagctggaacggctgcttcttceccttecttcaggctggecccaggteccca 900 ex8ex9

D2K A M D E E L E R L L L P F F R L A Q V P 285 Frameshift
E2N

ggcctggtcaactcggtcacagccagtccagaggccagttgectgectteccecggacceect 960
G L vN S V T A S P E A S C L P S R T P 305

cccecgggttggcectcecteccctggagacctecteccatcattecccgaaaagtggatggagagagt 1020

P R V G s P W R P L H H S R v D G E S 325
phosphorylation

gatggctccactgaagagacagacgagtcggagacttgaggagtccaaagggtcctgecce 1080 g2t,g92a
b 6 s T E E T D E S E T ~* 337

acagcgccctgtacctgctcccacccagecceccttggtgtgecccacccagectectcecteccag 1140 a2t,g2a,a2g
caccttgctgtgctgccctctgectgectgacaaggtgaataacageccccaagaccagecag 1200 g2a
aggggctctgatgatcagcccagccagtggccccggaaggtgaatggectgectctecctg 1260
gccctatcagcctgtgaacttcacttaggccccaagectgacagactgtgcectgaggeccace 1320
ttgtcacgccgtagcctgttagtcctcecctaacctcecttaagagcagtctecttectgageccag 1380
cctctgcgggtceccccaataaggttcatctectcacagcaactccattaagggggagaac 1440
ccgaatagccacgcagggccttgcaccatcaagggtgacacctgcgacgcaagtaccagg 1500
aggacataaccgctgtggcctgttggagaacagccagtageccttggtaatatgaagggtg 1560
ggccagaagatgatttcacttgcaaaaactgcttcaagtcttgacccctttgtgtctaat 1620
agctaaacaaacatgtgaaacgaataaaaagtccctcatgtctggtaa 1668 polyn signal



