Conceptual Translation of Human TMEM169 NP _001135782.1

gggcggtgctcgagcccacgtgaccaccagaaccccgcaccctccccggecccggccccgccccgcec

0
cgccggccgcggcaaagceccgcatccteccggage 0

5"upstream

agaaccgctcccecgcecggcectgtceccgcaacctceccecgeccagegtecggtecectgggcaggtgtyg 60
gtgcagctggaaaaagaaaggctgctgectcggegecctegetgegecegectgeecggggt 120 exnl/exn?
cggacgtcggcgatgectgtggctceccaggtggaatgcatccttgggacatectttgecatage 180 exn2/exn3

cccatctaggaagaagttctgtgatgtgtgaactgtgagtttactcaaacaagtccaact 240

ctttataagacataggtagacgtcaggtctggaatggaagagccaacagcagtagaaggc 300 xozak sequence

M E E P T A v E G 9 cxk2 phospho. site
caggtccagcttccaagcccccaccagggctctectcaggaaggectgtggectgetgecctg 360
o v o9 L P S P H QO G S L R K A V A A A L 29

gcgctggatggggaatccacaatggggcacaggaaaaagaagaggaaagagtcacgccca 420
AL D G E S T M G H R K K K R K E S R P 49

gaatccatcatcatctaccgctcagacaatgagaaaacagatgaggagcccggagaatca 480
E S I I I Y R S D N E K T D E E P G E S 69 ck2 phospho. site

gaaggtggagatcagcctaaagaggaggagggagatgatttcctagactatcctgtggat 540
E G 6 Do P K E E E GG D D F L DY P V D 89

gatgatatgtggaacctgcctctggacagccgctacgtcaccttaactgggaccatcaca 600 exn3/exnd

b b M WN L P L DS R Y V P L. " G T I T 109
cgagggaagaaaaagggtcagatggtggacatccatgtcacattgacagagaaagagctg 660

R G K K K G 0 M \ D I H \ T L T E K E L 129 ck2 phospho. site

caggaactgaccaaacctaaagagtcatcaagggaaacgacgcctgaaggaagaatggcc 720 ck2 phospho. site
0 E L T K P K E S S R E T T P E G R M A 149 protein family ml15052

tgccagatgggagctgaccgtgggccccatgtggtecctectggacgectgatctgectgect 780
C Q M G A D R G P H Vv Vv L W T L I C L P 169 transmembrane region

gtggttttcatcctttcttttgttgtctctttctactacggcactatcacctggtacaac 840
v v ¥ I L S F V V 8 F Y Y 66 T I T W Y N 189

atcttcctcgtgtataatgaggaaaggaccttctggcacaagatctecgtattgeccecttge 900
I F L \ Y N E E R T F W H K I S Y C P C 209 exp.sumoylation site

ctcgttctcttctatccagtgectcatcatggccatggettetteccteggectctacget 960
L vi.L. ¥ ¥y PV L I M A M A S S L G L Y A 229 transmembrane region

gctgtggtccagctctecgtggtcctgggaagcatggtggcaagectgecccgggacatggag 1020 N-myristoyation site
AV V. Qg L S W S W E A W W Q A A R D M E 249

aaaggcttctgtggctggctctgcagcaagctgggtctggaggactgttcteccctacage 1080



K 6 F C G W L C S KL G L E D C S P Y S

attgtggagttgcttgaatccgacaatatctcaagcactctctccaacaaggaccccatce
Ir v e L L E S D N I S S T L S N K D P I

caagaagtagaaacctccacggtctaaactcccaacaacttactccctectcectggeccca
Q E VvV E T s T Vv *
gtagcctatatatcatcttaaaattccagcagattatttctttaaattacccecctactet
ccgcagttcttctgggaaatcagagtccatactgatcagttttaccatcttgagggttcce
aggagggcatggagcagacaagcaattgtgccaaagcagttcacccaatggacaaactct
ttttgattccctgeccctaaaatcaccatttatttaggacaatggaactctgectgtgtgte
gttttgggagcctggaagtgttactggtgcctggaactgaggggagtatgtgactaaatyg
tgtcagggagaataaagaacctcggggtaaccaaatccaccaagataatagacagggatg
gagtgagacatttaggaagctggactaccacagtgtagcagaaggtaaagatttgtgtgt
atcatttagatttagatttagctgcatagaattaaaaccctaaaatatcagtggcttaaa
caagatagaagtgtatttctttcttgtgcagaagaagtctggaggcagaccatcctggga
ccctgtgaagtaatccaggtcccaggcttcettectatttcectctaccattagtaggatgtga
cccttctcacccttatccecccaacatcccagtgectgattacatcttcageccatcacatceca
tgtttctgataaaatagaggaaagggcagagaagcacacacccttcctgttcaaggagac
ttcccagaagtcccactcgattcttcttatatctcattggcaagacctcagtcacatgat
gtcatgagcaaaagaggctggaaatgtagttgtttggctgggtagctatattctcagcta
aatactgggttcacgctaattggcaagaaaaaggaagaatggttatttgggttttgtttt
gttttgttttgtttcgctttagagacggagtctcactctgttgccgaggctggagtgcag
tggcactatctcggctcactgcaaccttcgectecctgggttcaagcaattcttgtgectt
ggcctccecccagtagctgggattacaggtgcgtgccaccataccecggctaatttttgtatt
ttttttttagtagagatggggtttcaccatgtgcccaggctggtcttgaactcctgacct
caggtgatccgcctgcctcggectcecccaaaatgctgggattgtaggcaagaatggttatce
ttggtaggcaagtcagaatctttgcctcacaatgatcatttaaatacattcagaaccccce
aaactgctaatatggttttatttatttatttattcattcatttgtttattcatttattta
tttaggcctgaatcttacacagagaatttatatatagatattagctacatatactttgaa
tatgctatacatcgatattagcacctcacgtactttgcaattaagcttctgtaatgtcat
gtgatttgtttttggaaaggaatagtggacaggagagtacaatttataatagtagcataa
ctctttgtcctggtggtggaggtgggacgaggtggtgatatttaacctagattaaagacc
aggaagggaggaattgcatctgccaaagtttcctccaacagcgatcagtageccctaagta
caaagaagccagatttagccttctgttgtttggcaaaacctcactcagagctttactccce
tcagacctttctgagtttaaccacagacatgatctttgctgtgctgagaaacttgtgtct
acctggcctgtagggagtgtaaactagattaatacagattaacagactctgaacttaaaa
aaaaaaatcactcctaagggtgtccttctaatttcaaaatatcaactcctaagaggtcag
cagaatttggagatttgggtccttataagaatagctggtgctcecttttecttgttcatgtct
caaaacaaagctgttgagagaactgctgcgatgaatcaaaccagaggagtttgtcatgcect
ccccacagagagcccaggacatttgecctgatgtatggtgctgagctccaccttcagagga
actctctcttttttttttttttaaataactattattagcttgacaagaaaaaaaaagtgc
ccaacagttttagtgttaatcttggtgctctatggtgcattagcagagatatgaacaatt
aaatgaagacaaagaaaataaaaataaagtctgattaacttttgctc

Created using Bioline Six Frame Translation:
https://www.bioline.com/media/calculator/01 13.html
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