
Conceptual Translation1 of Human DENND2C (Isoform 1)2

*The bolded amino acids have been conserved in all 20 orthologs

ggagcggacccgagtgatacccgggagactagcttggccacaggagacaacgttgagg 58
tacagacaggtggcagagaaacaaacatcggtattgcttaaaccacttgctatttccagt 118
ex1|ex2

tccggctgtatgtaccaaaacttaatcttatatagtaccccaaagaggtgctatgaaaat 178
taattgtgatagtgtgattgaagtgattggcacatagtatttaacaaaatatttaatgaa 238
gtgtaatcactgttcttgctgttttaattctcacaatactctgtatgaagtgggtgttca 298
ataagtatttgatgaatctttaaaaatttgctaggtctaccataaccaaataccgcagat 358
ex2|ex3

tgagtggttcaaacgccagagattgatattctcacaagtctggaggctgtagaaatctaa 418
catcaaggtgccaacagggattattcaagatcaggttgtagccattttcaacaaggatca 478
ex3|ex4

ctgatcaaaattttctttttacaaagagatttacaagttaaacatgaagggaaaatactg 538
gaatcatttggattctgacaggataaagaatacaatatttcacatttacttgtaatggaa 598

cctttgtaagattcatcacttgtcattcacccagttgggaacatggatgttggtttttct 658
upstream in-frame stop

M D V G F S 6

cgtactactgttcagacactgtcaagaagccactgcaaaaacatcaaacaaaaaatttct 718
R T T V Q T L S R S H C K N I K Q K I S 26

caatgggaaggaagggctaatggtatatctaatccagaaaagtggtgtccaaaggacttt 778
Q W E G R A N G I S N P E K W C P K D F 46

ggagtgagatataactgtcaccaagagatccgtcttaagaaaaatcctatagctgagaga 838
G V R Y N C H Q E I R L K K N P I A E R 66

aagagcaaaaacttggatgtaaccagccgtgaaaatgtgggtctagatataaatgaaaat 898
K S K N L D V T S R E N V G L D I N E N 86

disordered

accaaaagccatgatcaaagtgagaatgaaaataagaaacatgaatatgacgatacacac 958
T K S H D Q S E N E N K K H E Y D D T H 106 predSulfTyro

ttctttaaaaatgaatcagaatccaactgggtatgttctcgggtcaaagaaattgaaagc 1018
F F K N E S E S N W V C S R V K E I E S 126

tgtaaagaagatgtcttagatccagagacttcattacctccaggaaacttctatacctca 1078
C K E D V L D P E T S L P P G N F Y T S 146

2 NCBI Nucleotide record for Homo sapiens NM_001256404.2
[https://www.ncbi.nlm.nih.gov/nuccore/NM_001256404.2]

1 Bioline Six Frame Translation [https://www.bioline.com/media/calculator/01_13.html]

https://www.ncbi.nlm.nih.gov/nuccore/NM_001256404.2
https://www.bioline.com/media/calculator/01_13.html


caaatactgtggaagaaaatagaagcacttcccccagataaactcttaaatttggcttta 1138
Q I L W K K I E A L P P D K L L N L A L 166

gaacattgtgactcttcagaaaaagaactgaacttcagagttctggatagttcatacgga 1198
E H C D S S E K E L N F R V L D S S Y G 186

ataaccaagagcttagaaaatatttactctgaacctgaggggcaagaatgtggaccttcc 1258
I T K S L E N I Y S E P E G Q E C G P S 206

ataaatcctttgccaaaacctcgtaggacattcagatatttatccgaatctggtgttacg 1318
I N P L P K P R R T F R Y L S E S G V T 226 predNucLoc

predProP

ccgtataaagaaagaaactgtgacaaaaaatactgtgaaaataactcttgtgcacaatct 1378
P Y K E R N C D K K Y C E N N S C A Q S 246

disordered

tctttggcctcttctcaggaacctgaaccaaagaaatatggtggaaaaatcagaggaaga 1438
S L A S S Q E P E P K K Y G G K I R G R 266

tctaaaaggaaatcctttgaatttgaggatattcagcactttcgaaatcggaactcacag 1498
ex4|ex5

S K R K S F E F E D I Q H F R N R N S Q 286 phosphorylation

site

predProP

acgattcgtgaagaacttggaagaaattctgggtcagcactttattacacacagtctgag 1558
T I R E E L G R N S G S A L Y Y T Q S E 306

gacaatatctatgaagatatcatatatcccaccaaagaaaatccatatgaagatattcca 1618
ex5|ex6

D N I Y E D I I Y P T K E N P Y E D I P 326
predSulfTyro

gtgcagcctttacctatgtggagatccccttcagcatggaagctaccacccgctaaaagt 1678
V Q P L P M W R S P S A W K L P P A K S 346

gcttttaaagcacccaagctccctccaaaacctcagttccttcaccggaagactatggaa 1738
ex6|ex7

A F K A P K L P P K P Q F L H R K T M E 366

gtaaagaactcacaggcttatttgcggtcaaagcttacaaaagatacaactttgccggtc 1798
V K N S Q A Y L R S K L T K D T T L P V 386

actttaacggaatggaagcttttccgagctggtgaagttgcaaacacgaaaaggaaaaat 1858
T L T E W K L F R A G E V A N T K R K N 406



cttccaaggcttgtattgaaaatagatgacatatttgaatctaaaagagggaagaagaag 1918
ex7|ex8

L P R L V L K I D D I F E S K R G K K K 426

gtaaagttacattcttacactggaaaggaattacctccgacaaaaggtgaaaccagtggg 1978
ex8|ex9

V K L H S Y T G K E L P P T K G E T S G 446
disordered

aacgaaagtgatgccgagtatctgccaaagaatcgccataaacgcttagcacaactgcaa 2038
ex9|ex10

N E S D A E Y L P K N R H K R L A Q L Q 466 predProP

predNucLoc

ccgtcttccaagaggaatcctcactaccagaccttggagcgggatcttattgaattacag 2098
P S S K R N P H Y Q T L E R D L I E L Q 486

gagcagcagctgtttgaactttttgtggtggtgtctctacagaagaaaccatcaggaata 2158
E Q Q L F E L F V V V S L Q K K P S G I 506

uDENN

agctatattccccaggtcatacaacaattccctggcaaggatgatcatggctataagcag 2218
ex10|ex11

S Y I P Q V I Q Q F P G K D D H G Y K Q 526

tccaaagacatggaagagagacttaaagttattccaaaattttgttttcctgattcaaag 2278
S K D M E E R L K V I P K F C F P D S K 546

gactggatgccaacctcagaactcaagagtgaaacattctcctttgtcttgactggtgaa 2338
ex11|ex12

D W M P T S E L K S E T F S F V L T G E 566

gatggaagccggtggtttggttactgtaagaagctcttgccagtaggcaaaggaaagcga 2398
ex12|ex13

D G S R W F G Y C K K L L P V G K G K R 586
DENNpredNucLoc

ctccctgaggtatactgcatggttagtcgcctaggctgcttcaatcttttttcaaagatt 2458
ex13|ex14

L P E V Y C M V S R L G C F N L F S K I 606

ctggatgaagtagagaagagaagagaaatgtctccagcccttgtttacccattcatgcga 2518
L D E V E K R R E M S P A L V Y P F M R 626

agtgtcatggaagctcctttcccagctcctggacgcaccatcacagttaagagttacctc 2578
S V M E A P F P A P G R T I T V K S Y L 646



cctggggctggagatgagtccattgaactctgccgaccactagattcccgattggaacat 2638
ex14|ex15

P G A G D E S I E L C R P L D S R L E H 666

gttgattttaaatgtctctttaagtgcctgagtgtgtgtcatctcatccgggtctgtgcc 2698
V D F K C L F K C L S V C H L I R V C A 686

tctctccttttggagcgtagggtaatctttgttgccaacagcctaagcaccctgtcaaaa 2758
ex15|ex16

S L L L E R R V I F V A N S L S T L S K 706

tgtggccatgctgtggtagctacactgtatccgttcacctggcagcatacctatatccca 2818
C G H A V V A T L Y P F T W Q H T Y I P 726

gtcctgccagcatctatgattgacatcgtgtgctcacctacaccattccttattggaatc 2878
V L P A S M I D I V C S P T P F L I G I 746

ctgtcttgctccttaccacagctccaggacctacccattgaagaggtgctgatagttgat 2938
ex16|ex17

L S C S L P Q L Q D L P I E E V L I V D 766

ctctgtgcagacaagttcttacaggaggtatctgatgaggatgaaattctaccaccaaaa 2998
ex17|ex18

L C A D K F L Q E V S D E D E I L P P K 786

cttcaagctgccctgatgcagattttggaagaacgaaatgaaatcttgactcaggagcag 3058
L Q A A L M Q I L E E R N E I L T Q E Q 806

aatttttcacaagatgtgacactcaactctctggtgtccgaagcatttgtcaggtttttt 3118
ex18|ex19

N F S Q D V T L N S L V S E A F V R F F 826
dDENN

gtggagttggtaggacattattctttgaacatgactgtcactgagcgtggggagcgtgtt 3178
V E L V G H Y S L N M T V T E R G E R V 846

ttccaaagggaaccattccgtaagtcccacacctcccgaagtgtacgccacttcctggat 3238
F Q R E P F R K S H T S R S V R H F L D 866

ctcttcatggaaactcagatgtttgcaggattcatccaggaccgagagcttcggaaaagt 3298
L F M E T Q M F A G F I Q D R E L R K S 886

ggagttaaaggtttgtttgagatccgggccatccagtatttggaaacaattcctgagtcg 3358
ex19|ex20

G V K G L F E I R A I Q Y L E T I P E S 906



gagcccagtgggatgaatagaattttgcggagtcttggaagcaaaatgaaatttctgcaa 3418
ex20|ex21

E P S G M N R I L R S L G S K M K F L Q 926
predProP

aagaaatgaaatctctgattgtctccatcctgaatatacaacagaaagtgccaaagaaaa 3478
K K * 928

tatttttctaagggtcaggatcccatgaagtattctacaaaattcttgaaattttaaaag 3538
gttaaagagcgagtcaggctgttagaggaggattctcctgttgctgctgtagtaatcact 3598
ggagaattgttgggaatggtctggcaccatgccatctttactctgtctccattttttttt 3658
tatagcagccttttctatgtgattcttgggctcattctctgttttgtgctttgtctgtga 3718
aagtagttgtgtttcacaaggaaaagccttgttgttgttacatttaaaaaatagctcaaa 3778
gatgagaataatgagagaaatgctgagtttaaggtagtagagagacatgatggaaatgga 3838
gaacactagccttatacacataattctcatcactgaactatcatggcccctttaaaccca 3898
tgggctgtttgacctgggctaaggaatagactcatcacatatctccattgttttgcctta 3958
tattatatctaggggaatctcacttaggaggaagccctacttgtaatattataaggtact 4018
gttattaagtaccttataaaattagacatcttgcaactcctcctccaaattatgtggcat 4078
ttgagtagtttgcttgtgcctcacatgtcaacattaaactttgtggaggctggatgcagt 4138
ggctcacacctgtaatctccaccactttgggaggctaaggcaggagtttgagggtgggag 4198
tttgagactagcctgggcaacatagcaagatcccatctctacaaaaacattttaaaaata 4258
agtaaataaatttaaactttgtgaaattatagctaatatgaaaatgtcctttcaagggca 4318
tgggagccacctttattttttagtgtccaccatgtgccatgcactgtggtatatgtatgc 4378
atatcatctcaaccaatccttaaatcaaccttatgagatagatatttgcatctccatttt 4438
actaataaactgaggctgggtgctatggctcacgtctgtaatcccagcactatgggagtc 4498
caaggcgagtggatcatttgaggtcaggagttcgagaccagcctggcaacatggtgaaac 4558
tctgtctctactaaaaatacacacaaaaaattagctgggtgtggtggcaggtgcctgtaa 4618
tcctggctgctcgggaggctgagccatgagaatcgcttgagcccaggaggcagaggttgc 4678
agtgagccgagatcgcgccactgcattccagccagggtgacagagcgagactccatctca 4738
aaaaaaagaaaaaaggaaaagaaaaaagaaaaaaacaaattcaaagaagttaaatacgtt 4798
gcccaaagttgtacaacacagaactgaagccaagacttttatggacacagaaaaagttgg 4858
ttagtcctacagatggaaatttcatctcagtaggattatatagctatttcttttattaat 4918
aaaaattttctattaagtgtaccagagccacttttcagctctgaggataaggaactttat 4978
aggtgcctagatgagactctttttattcccctagaaatgttgaaatttttgctctaatta 5038
aattagactcaaaatatgaacattccttgaacatataccacttagtcatccagaccttta 5098
atatctaaagtagtagtagtagtgattggaaagagaaagttttcagtgatggtgcagtgt 5158
tttttttgtgtgtgtatgtgtgtgtgtgtgtgttttgtttcggttttttttttttttttt 5218
tgagatggagtttcgctctttttgcccaggctggagtgcaatggtgtgatctcggctcac 5278
tgcaacctccgcctcccggcttcaagcaattctcctgcctcagcctcctgagtagctgga 5338
attataggcacccgccaccacacctggctaattttgtacttttagtggagacgggggttt 5398
caccatgttggccaggctggtctcgaactcctgacctcaggtgatccacccaccttggcc 5458
tcccaaagtgctgggattacaggcatgagtcactgcacccggcctgtgtgtgtgtgtgtg 5518
tgtgtgtgtgtgtgttttcaaactcatgggcaaattcaagttcagatggtgcacttttca 5578
ttgattaatgttatagcaaatgtcagtttgttttcttcagtttctgctgatggttttaac 5638
tggcacagaaagtatttattcaaccttacaaaactgtgtaagttgtattgtgatacagtt 5698
tattgacttgtacagtattgtcattacaacccattcaggtatgcatgaatctgaagcaga 5758



acaccatttaagactggtgctgtataatataattcctacagatgtgggtccagggaatag 5818
aactgagcctgtcttttttttaatgttaagcaggttacccccagtggggcttctactaga 5878
catctctccatttggtctcttcttacactccaacccagcaggaacagttaataattggat 5938
gtttataaaatgggggtaaaagggtttactgtgatggatcctggctatccctctaggagg 5998
agacctttgcttcagcaatggtgtcttcatcctcgcagcctgaagctgcttcatttcctt 6058
aggtctgttgtgttttctgtaaagtgttaggaattctggatatttttgtaaaagaatcaa 6118
gatttgtataaaatgttgtttacagatcttttaatgaataaatacataaaccccccaca 6178 [poly-A tail added here]

poly-A signal


