
Human C5ORF22 Isoform 1(NM_018356.3) annotated conceptual translation

gcccggagagagctggccgggatgaggcgccggctttcccgggtcttctccagctgccac 60 SNP
cgctttactgcaaaactgacgggcgcaaaaacatgagtgactccgcgggagggcgcgctg 120 GLOB D

M S  D  S A G  G  R  A 9 DIS

Myrstyl

gtctccggcgttaccccaagctcccagtgtgggtggtggaggatcatcaggaggttctac 180 ex1|ex2

G  L R R Y P K  L  P  V  W  V V  E  D  H Q  E  V  L 29 PDphos

R R MAPK

cctttatataccgggccataggctcaaagcatcttcctgccagtaatgtaagttttttac 240 a-hlx

P  F  I  Y  R  A  I G  S  K  H  L  P  A  S  N V  S  F L 49 Glyco

B-sheet

atttcgactcacatccagacctccttattcctgtgaatatgccagcagacaccgtgtttg 300

H  F D  S  H  P  D  L  L  I  P  V  N M P  A D  T  V  F 69 SNP

M alt N-term

ataaggaaacactctttggagaattaagtattgaaaattggattatgcctgcagtttatg 360 ex2|ex3

D  K  E T L  F  G  E  L  S  I  E  N  W  I M P  A  V  Y 89 Phos site

M alt N-term

ctggccatttttcacatgtaatatggtttcatcccacatgggctcagcagatcagagagg 420 a-hlx

A  G  H  F  S H  V  I  W  F H  P  T  W  A  Q Q  I  R  E 109B-sheet

gcagacaccactttttagtaggcaaagacacttctaccacaacaatcagggttacaagta 480 ex3|ex4

G  R  H H  F  L  V  G K D  T  S  T  T  T  I R  V  T  S 129 Ubq site

T SNP
cagatcattatttcctaagtgatggtctgtatgtacctgaagaccagctagagaaccaaa 540

T  D  H  Y  F  L  S  D  G  L  Y  V  P  E  D  Q L  E  N  Q 149B-sheet

M alt N-term

aacctttacaattggatgtaattatggtaaaaccttataaactctgtaacaatcaagaag 600 SUMO site

K P  L  Q  L  D  V  I  M  V K  P  Y K L  C N  N  Q  E 169 Disordered

Ubq site;

aaaacgatgcagtgtcttctgctaagaaaccaaagctagccctggaagattcggaaaaca 660

E  N  D  A  V S  S  A  K  K  P  K  L  A  L  E D S  E  N 189 NLS

ctgcctctactaactgtgactcttcttcagaaggactggaaaaggacacagcaacacaga 720

T  A S T  N  C  D S S  S  E  G  L E  K  D T  A  T  Q 209 Phos site

gaagtgaccagacttgcctagaaccatcatgttcatgttcttctgaaaatcaggaatgcc 780

R  S  D  Q T  C  L  E  P  S  C  S  C  S  S E N  Q  E  C 229 DIS
GLOB D

agactgctgccagcactggggaaattctggaaattttgaagaaagggaaggcatttgttt 840

Q  T A  A  S  T  G  E  I  L  E  I  L K  K  G K  A  F  V 249 a-hlx

tagatattgacttggattttttttcagtcaagaatcccttcaaagaaatgttcactcagg 900 ex4|ex5

L  D  I  D  L  D  F  F  S  V K  N P  F K E M  F  T  Q 269 USP7



M alt N-term

a-hlx

aagagtacaaaatcttacaagagctgtaccaatttaagaaacctggcaccaacctaacag 960 Phos site

E  E  Y  K  I  L  Q  E  L  Y Q  F  K K P  G T N  L  T 289 Ubq site

Glyco

aggaagatttggtagatattgttgatactcgaattcatcaattagaggatttagaagcca 1020 ex5|ex6

E E  D  L  V  D  I  V  D  T  R  I  H  Q  L  E D  L  E  A 309 a-hlx

ctttcgctgatttgtgtgatggtgatgatgaagaaacggtacagagatgggcttcaaacc 1080

T  F  A  D  L  C  D G  D  D  E  E  T  V  Q  R W  A  S  N 329

ctggaatggaatcactagttccccttgtacagagtttgaaaaaacggatggaagtaccag 1140 ex6|ex7

P  G M E  S  L  V  P  L  V  Q  S  L  K K  R M E  V  P 349 a-hlx

M alt N-term

actatgaaatggttcaccaggctggtttaacctgcgattattcagaacttcctcaccata 1200 ex7|ex8

D Y E M V  H  Q  A  G  L  T  C  D  Y  S  E L  P  H H 369 Sulf

M alt N-term

tcagcacagaacaagaaatagagtgtcttattcaatctgtgcattatttgctgaaaaatt 1260 CK2

I  S  T  E  Q  E I E  C  L  I  Q  S  V  H Y L  L  K N 389 FHA2

SH2
taccaaatcctactcttgtgacaattgcaaggtcaagtctggatgattactgtccttctg 1320 ex8|ex9

L  P  N  P T  L  V  T  I A  R  S S  L  D  D Y  C  P S 409 GSK1

a-hlx

accaagttgacactattcaagaaaaggtcctcaatatgctacgtgccctctatggaaatc 1380

D  Q  V  D  T  I  Q  E  K  V  L  N M L  R  A L Y  G  N 429B-sheet

M alt N-term

tagacctccaagtgtatgcagcagagtctcctccatcttgaaacaaacaaaacattaggc 1440

L  D  L  Q  V  Y A  A E S P  P  S * 442 Phos site

tcctgttgtatcttggtttagtaacaggcccttaattaacttatttgtacatgagtcttc 1500 miRNA site

cagagaacactgttttatattaactttcagttgaaatctttcagatattttgaatctctg 1560 SNP

aacaaccattgtcagttgtgaatgatggtaaattttttggcatcaagtctcataacccca 1620

actgatagaactgttgcttatctgtcttccttaagtattttttagggttttgtttttttt 1680 miRNA site

tttgtttgtttgtttgtttgtcttcacttttcccccaggtctgttgagctgtatgagatt 1740

cattcatacttcatttattcattcaactaatatttgttgaacacttacatgtaccagaca 1800

ttattaagtgctgggtatatggtaatgaacagaatagacaaggcccctgcccttttaggg 1860

gagacagatgagaagtaaattacgggttatgagaaatgttatgaaggaaaggacaacaac 1920

agacatgtcttagtacttagggtatcatggctttataggaaagtaacattctctatcttt 1980

ttttttttttttaattttataaaaatagagatggggtctcaccatgttacccaggctggt 2040

ctcaaactcctgggcacaagcaatccacctgccttcgcctcccgaagtgctgggattaca 2100

gatgtaagtcactaccccagccagaaactaacattctcaaaagctactaccaaaaaaacc 2160

ccacaaatttgccaatccatgaaagtatcataggaagtctacctttccaaggaatttggc 2220

attgtggccctgctcttgccaaatgctctccagcattgttggtatcaaggtggtctggtt 2280



gagtaaacttgaccaaacaaaaattaactgttttttgcttttctgtttttgttttgctga 2340 SNP

tcaaaaaagcccttcagggtctcttgtgcatccaggaggtcattgtagatatcaataata 2400

tagtgcctaagtgccactttattgccaagtctagattgatacttttttcagataaaccag 2460

ctttttatgtaaagagtaagggaaaaagttaaatctttaattctgacctgccataaatac 2520

ccaaagatataaactgtcttccaccacccccctcataactaagacatccttcctgagtca 2580 miRNA site

ctcttaatcatgaaacttgattttctcaattggccagtcttctgatctttagtatctctt 2640

tagttcagtaatttttacctacctacttgatttattttcctttaaaaggtgaaatgacat 2700

ttaaagaaaaacaaacacccatcattcctcagtcccaacacagcagttcttttcactctt 2760

gcttgtaactttcaggccttacccacatgtgttcctatagagttgcatgtagctaaaatt 2820

atagtgtgctgcctaactttgtgctaataacgaaggacacacattatcattgcctcacag 2880

tggatggcacctgaccccatttttccaaggattctattttccagtgaatttttgtcaccg 2940

agttaatttcccaagtctgatagcatgaatgcttatttgtgctgtgaaaagcagagcagc 3000

ctgactcagctttccattttcataggataatatgtgccaaaaaaggtttattttcttggt 3060

aaaatcagaattgtagaattgtgctatttttaatttttaaaatttttggttagagcttat 3120

agacattacttttatgattattttgcgtgctaaataagttaaagggtatgttttgaacta 3180 SNP

tagcactaattaatgtgtgtgatcctagtatgttgatagctttgattttgtgagtggttt 3240

actagtcatttattatgattcccatgaactctgatatgattcattgtggttttaactcag 3300

gttgaataaaagcatccatttcttttataggaaggtttgtttaattctcatgttctgtga 3360 PolyAsignal

tcatctctttgagaataaaattcagtccctaatagttgaaaagaatcaacttagtaaatt 3420 PolyAsignal

atgtcttgcacattccaaataggaaggtatttactttatcaagatgtgtttcatttgtgt 3480

tctgagtaccagtgaggggataccgtggtacagtgttttgaattgtgtactaatatcatt 3540 PolyAsignal

aaagcatgggattttagtggctttttaaaaaa[polyA tail added here] 3572


